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Diane Bertrand1; Susan Pozzobon1; Barry  Lorbetskie1; Sean 
Li1; Mary Alice Hefford1; Michel Girard1; 1Centre for 
Biologics Research, Health Canada, Ottawa, Canada
TP 672 Structural Characterization of an Extracellular Domain of 
a Recombinant Human Respiratory Syncytial Virus 
Fusion (RSV F) Protein; Steven C Pomerantz1; Nicole D. 
Day1; Changbao Liu1; Lester L. Gutshall1; Patrick J. 
Branigan1; Robert T. Sarisky1; Alfred M. Del Vecchio1;
Jennifer F. Nemeth1; 1Centocor Research and Development, 
Radnor, PA
TP 673 Rapid Characterization of an IgG2 Monoclonal Antibody 
utilizing UPLC/MS (Ultraperformance Liquid 
Chromatography/Mass Spectrometry); Robert L. Dufield1;
James A. Carroll1; 1Pfizer, Chesterfield, MO
WEDNESDAY POSTERS 
ION MOLECULE REACTIONS 
WP 9 Inter- & Intraligand Reactions in Cu(II)/Amino Acid and 
Peptide Complexes; Ping Wang1; Chrys Wesdemiotis1; 1The 
University of Akron, Akron, OH
WP 10 New Ion/Molecule Reactions with Novel Implementations 
for the Selective Detection of Nitroaromatic Explosives;
Yishu Song1; R. Graham Cooks1; 1Purdue University, West 
Lafayette, IN
WP 11 H/D Exchange Reactions of Arginine and Arginine-
Containing Peptides; Yiqun Huang1,2,3,4; Shane Tichy1,2,3,4;
Joe Marini1,2,3,4; John Mclean1,2,3,4; David Russell1,2,3,4; 1Texas 
A&M University, College Station, TX; 2Texas A&M 
University, College Station, TX; 3Texas A&M University, 
College Station, TX; 4Texas A&M University, College Station, 
TX
WP 12 Reaction of Furan, Thiophene and Pyrrole Radical 
Cations with Simple Alkynes in the Gas Phase; Daryl 
Giblin1; Chang-fu Cheng1; Michael L. Gross1; 1Washington 
University, St. Louis, MO
WP 13 An Unprecedented Rearrangement in Collision-Induced 
Mass Spectrometric Fragmentation of Protonated 
Benzylamines; Jason B. Bialecki1; 1Stevens Institute of 
Technology, Hoboken, NJ
WP 14 Identification of Ion Isomers Produced in Ion-Molecule 
Reactions; Pavel Vinogradov1; Alexander Misharin1;
1Institute of Energy Problems of Chemical Physics, Moscow, 
Russia
WP 15 Gas-Phase Reactions of Bare and Oxo-Ligated Actinide 
Cations with Alkanes and Alkenes Studied by FTICR-MS;
Marta Santos1; Joaquim Marçalo1; António Pires de Matos1;
John K. Gibson2; Richard G. Haire2; 1Instituto Tecnológico e 
Nuclear, Sacavém, Portugal; 2Oak Ridge National 
Laboratory, Oak Ridge, TN
WP 16 Gas-Phase Oxidation of Atomic Lanthanide Cations: 
Trends in Reactivity and New Insights into Controlling 
Factors; Michael J. Y. Jarvis1; Gregory K. Koyanagi1;
Voislav Blagojevic1; Ping Cheng1; Diethard K. Bohme1; 1York 
University, Toronto, Canada
WP 17 Interface of Liquid Chromatography - Mass Spectrometry 
with Ion-Molecule Reactions in the Quadrupole Ion Trap;
Yuriy Pyatkivskyy1; Victor Ryzhov1; 1Northern Illinois 
University, DeKalb, IL
WP 18 Sodium Binding Affinity of Adenine; Bethany L. Subel1;
Ping Wang1; Chrys Wesdemiotis1; 1The University of Akron, 
Akron, OH
WP 19 Mass Spectrometric Fingerprints of Novel Synthetic 
Cholesteryl Neoglycolipids: The Presence of a Unique C 
Glycoside Species; Anas El-Aneed1; Joseph Banoub2; Paul 
Boullanger 3; Dominique Lafont3; Mariano Koen-Alonso2;
1Memorial University of Newfoundland, St. John's, NL; 
2Department of Fisheries and Oceans, St. John's, NL; 
3Université Claude Bernard, Villeurbanne, France
WP 20 Reduction of Nitriles to Amines in Positive Ion 
Electrospray Ionization Mass Spectrometry; Jiyuan Ma1;
Zhe-ming Gu1; 1XenoBiotic Laboratories, Inc., Plainsboro, NJ
WP 21 Ion-Dipole Effects on the Binding in Cation-&pi; 
Complexes: Absolute Bond Dissociation Energies of Alkali 
Metal Cation-Methylated Aniline Complexes; Nuwan 
Hallowita1; M.T. Rodgers1; 1Wayne State University, Detroit, 
MI
WP 22 Identication of the Tertiary N-Oxide Functionality via Ion-
Molecule Reactions in a Fourier Transform Ion Cyclotron 
Resonance (FT-ICR) Mass Spectrometer; Penggao Duan1;
Todd A. Gillespie2; Brian E. Winger2; Hilkka I. Kenttämaa1;
1Purdue University, West Lafayette, IN; 2Eli Lilly and 
Company, Indianapolis, IN
WP 23 Acidity and Proton Affinity of Hypoxanthine, a Potentially 
Mutagenic Nucleobase; Xuejun Sun1; Jeehiun K. Lee1;
1Rutgers University-New Brunswick, Piscataway, NJ
IONIZATION MECHANISMS 
WP 24 Microchannel Plate Detection Efficiencies of Large 
Biomolecules; Ling-Chu Lora Huang1; Yi-Sheng Wang1;
Chung-Hsuan Winston Chen1; 1Academia Sinica, Taipei, 
Taiwan
WP 25 Kinematic Investigation of Electrosprayed Droplets for 
Mechanistic Studies of Desorption Electrospray Ionization;
Andre Venter1; Paul E Sojka1; R. Graham Cooks1; 1Purdue 
University, West Lafayette, Indiana
WP 26 Theoretical Investigation of the (PA) and (GB) of Neutral 
x,y-Dihydroxybenzoic (DHB) Acid and its Derivatives;
Mario E Gomez1; Sajid Bashir1; Nichollas Beller1; Brandon 
Rebber2; Kyle Beran2; 1Texas A&M University-Kingsville, 
Kingsville, Texas; 2University of Texas at The Permian Basin, 
Odessa, Texas
WP 27 Particle Formation in MALDI; Xing Fan1; Kermit K. 
Murray1; 1Louisiana State University, Baton Rouge, LA
WP 28 Dependencies on Pressure and Wavelength in Ablation 
During UV-MALDI; Dirk Walbrodt1; Tassilo Muskat1;
Juergen Grotemeyer1; 1Inst. f. Phys. Chem., CAU, Kiel, 
Germany
WP 29 Solid Phase Protonation/Deprotonation Model for MALDI 
Mechanism; C.H.(Winston) Chen1; Wei-Chao Chang1;
L.C.(Lora) Huang1; Yi-Sheng Wang1; Wen-Ping Peng1; Nien-
Yeen Hsu2; Wen-Bin Yang1; Huan-Cheng Chang1; 1Academia 
Sinica, Taipei, Taiwan; 2National Taiwan University, Taipei, 
Taiwan
WP 30 Electrospray Ions in Statu Nascendi or a Chemical View 
on the Last Steps of the Birth of Electrosprayed Ions;
Michael Karas1; Ute Bahr1; 1J.W. Goethe University, 
Frankfurt, Germany
WP 31 Origin of Peptide/Matrix Adduct Ions Generated under 
AP-MALDI; Jessie Naban-Maillet1; Carlos Afonso1; Anne 
Bossée2; Françoise Fournier1; Bruno Bellier2; Jean-Claude 
Tabet1; 1University Paris 6, UMR 7613, Paris, France; 
2CEB/DGA, Vert-le-Petit, France
WP 32 Ionization Pathways for Arylboronic Acids under 
Electrospray Conditions; Siming L Wang12; Binghe Wang12;
1Department of Chemistry, Georgia State University, Atlanta, 
GA; 2Department of Chemistry, Georgia State University, 
Atlanta, GA
WP 33 Current Mapping Within the Electrospray Emitter;
Boguslaw P. Pozniak1; Richard B. Cole1; 1University of New 
Orleans, New Orleans, LA
WP 34 Electron Transfer MALDI: Thermodynamic and Kinetic 
Factors Affecting Ion Intensities; Richard Knochenmuss1;
Andrew Hoteling2; Willian Nichols2; David Giesen2; Jerome 
Lenhard2; 1Novartis Inst. of Biomedical Research, Basel, 
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Switzerland; 2Reseearch & Development, Eastman Kodak, 
Rochester, NY
WP 35 Resonant Electron Capture of Peptides Desorbed by In-
Beam Technique; Benjamin J. Figard1; Yury V. Vasil'ev1;
Max L. Deinzer1; 1Oregon State University, Corvallis, OR
WP 36 Correlation of Thermodynamic and (photo)physical 
Properties of MALDI Matrices with Analyte Ionization 
Efficiencies; Ganga S. Fernando1; Gary R. Kinsel1; 1Southern 
Illinois University, Carbondale, IL
DIRECT IONIZATION TECHNIQUES 
WP 37 Observing Droplet Electrospray ionization Processes in 
Desorption Electrospray Ionization (DESI) Mass 
Spectrometry; Hsiu-Jung Hsu1; Yu-Xiang Lin1; Jentaie 
Shiea1; 1National Sun Yat-Sen University, Kaohsiung, Taiwan
WP 38 Evaluation of the Use of Desorption Ionisation Techniques 
for the Analysis of Formulated Products; Abigale J 
Marcus1; Anthony P. New2; 1GlaxoSmithKline, King of 
Prussia, PA; 2GlaxoSmithKline, Ware, UK
WP 39 Forensic Applications with a Direct Analysis in Real Time 
(DART) Mass Spectrometer; Eshwar Jagerdeo1; Jeffrey N. 
Leibowitz1; Robert B. Cody2; Jay Clark1; Lisa Schumacher1;
Marc LeBeau1; 1FBI Laboratory, Quantico, VA; 2JEOL USA 
Inc., Peabody, MA
WP 40 Direct Identification of API in Expired Medicines and the 
Pfizer Drugs Separated by TLC with DART AccuTOF 
System; Zhongli Zhang1; Ronald Morris1; Eugene Kadar1;
Robert Cody2; 1Pfizer Inc., Groton, CT; 2JEOL USA, Peabody, 
MA
WP 41 New Surfaces for Desorption Electrospray-Mass 
Spectrometry: Porous Silicon Chips and Ultra-Thin Layer 
Chromatography Plates; Tiina J. Kauppila1; Nari N. Talaty2;
Piia K. Salo1; Tapio Kotiaho1; Risto Kostiainen1; R. Graham 
Cooks2; 1University of Helsinki, Helsinki, Finland; 2Purdue 
University, West Lafayette, IN
WP 42 Direct Analysis of S9 Fractions without Sample 
Preparation; Matthew I Lochansky1; 1GlaxoSmithKline, 
Research Triangle Park, NC
WP 43 Desorption Electrospray Ionization Fourier Transform Ion 
Cyclotron Resonance Mass Spectrometry of Self-
Assembling Phloroglucinol Derivative Inclusion 
Complexes; Joanna E. Barbara1; David H. Powell1; John R. 
Eyler1; Ronald R. Castellano1; Andrew J. Lampkins1;
1University of Florida, Gainesville, Fl
WP 44 Plume/Sample Interaction with Desportion-Electrospray 
Ionization (DESI) Mass Spectrometry: Impact on Surface 
Imaging and Nanospray Formats; Gary A. Valaskovic1;
Mike S. Lee2; 1New Objective, Inc., Woburn, MA; 2Milestone 
Development, Inc., New Town, PA
WP 45 Direct Analysis of Phospholipids from Tissue Sections by 
DESI and MALDI MS; Satu M. Puolitaival1; Justin M. 
Wiseman2; Zoltán Takáts3; R. Graham Cooks2; Richard M. 
Caprioli1; 1Vanderbilt University, Department of Chemistry, 
Nashville, TN; 2Purdue University, Department of Chemistry, 
West Lafayette, IN; 3Hungarian Academy of Sciences, 
Budapest, Hungary
WP 46 High Throughput Direct Probe-Based Identification of 
Chemicals with DART; Douglas H. Simmons1; Brian D. 
Musselman1; 1IonSense, Inc., Danvers, MA
WP 47 "Out in the Open": Direct Analysis in Real Time (DART) 
One Year Later; Robert B. Cody1; James A. Laramee2;
1JEOL USA, Inc., Peabody, MA; 2ECBC, Aberdeen, MD
WP 48 On-Surface Eberlin Reactions Via Desorption 
Electrospray Ionization Mass Spectrometry; Marcos N 
Eberlin1; Livia S Eberlin1; Regina Sparrapan1; Renato 
Haddad1; Rodinei Augusti2; R Graham Cooks3; 1State 
University of Campinas, Campinas, Brazil; 2Federal 
University of Minas Gerais, Belo Horizonte, Brazil; 3Purdue 
University, West Lafayette, IN
WP 49 Desorption Electrospray Ionization Mass Spectrometry of 
Blood Samples; Luc Alexis Leuthold1; Jean-François 
Mandscheff1; Emmanuel Varesio1; Gérard Hopfgartner1;
1University of Geneva, Life Sciences Mass Spectrom., Geneva, 
Switzerland
WP 50 DESI-MS: A New Tool for Forensic Chemistry 
Laboratories; Sandra E. Rodriguez-Cruz1; 1Drug 
Enforcement Administration - SWL, Vista, CA
WP 51 The use of Tandem Mass Spectrometry and Ion Mobility 
Approaches to Increase the Information Content of Direct 
Ionisation Methods; James H Scrivens1; Jonathan P 
Williams1; Richard J Holland1; Vibhuti J Patel1; Susan E 
Slade1; Robert H Bateman2; Kevin Giles2; 1University of 
Warwick, Coventry, UK; 2Micromass MS Technologies 
Waters UK, Manchester, UK
COMPUTER APPLICATIONS 
WP 52 An Affordable LIMS System Designed for an Academic 
Environment and Customized for Both Open-Access and 
Service Labs; Dana Reed1; 1University of Minnesota, 
Minneapolis, MN
WP 53 Rapid Development of Automated Instrument Control 
using Python Script Language; Kenji Nagatomo1;
Toshinobu Hondo1; Jun Tamura1; Robert Cody2; 1JEOL Ltd., 
Akishima, Tokyo, Japan; 2JEOL USA Inc., Peabody, MA
WP 54 Calculation of Key Characteristics for Ion Ensembles in 
Quadrupole Ion Traps Without Using Trajectory 
Simulations; Douglas E. Goeringer1; Larry A. Viehland2;
Daniel M. Danailov2; 1Oak Ridge National Laboratory, Oak 
Ridge, TN; 2Chatham College, Pittsburgh, PA
WP 55 A Novel Adaptive Background Subtraction Algorithm for 
Reduction of Chemical Noise in Mass Spectra; Martin R 
Green1; Keith Richardson1; Martin Palmer1; Richard Denny1;
Iain Campuzano1; John Skilling2; 1Waters Corporation, 
Manchester, England; 2Maximum Entropy Data Consultants 
Ltd, Kenmare, Ireland
WP 56 Peak Shape Self-Modelling for Low Abundance Analytes 
in Complex Mixtures; Anthony Ferrige1; Robert Alecio1;
Peter Leopold2; 1Positive Probability Ltd, Isleham, UK; 
2BioAnalyte Inc., Portland, ME
WP 57 Molecular Weight Determination of Large Molecules by 
Maximum Entropy Charge Deconvolution of ESI-FTMS 
Analyses; Peter Sander1; Thomas Roemer1; Michael 
Easterling2; Linda DeNoyer3; 1Bruker Daltonik, Bremen, 
Germany; 2Bruker Daltonics, Billerica, MA; 3Spectrum 
Square Associates, Ithaca, NY
WP 58 Systematic Investigation of Lycopene Mechanism in 
Prostate Cancer using Novel Large-Scale Proteomic 
Analysis Software; Young Ah Goo1; Zheng  Li2; Natasa 
Pajkovic3; Greg  Taylor1; Larry Arnstein2; Scott Shaffer1;
Richard  van Breemen3; David Goodlett1; 1University of 
Washington, Seattle, WA; 2Teranode Corporation, Seattle, 
WA; 3University of Illinois, Chicago, IL
WP 59 Software Applications for Integration and Analysis of 
Mass Spectroscopy Data; Bindu Nanduri1; Shane C 
Burgess1; Edward B Allen1; 1Mississippi State University, 
Mississippi State, MS
WP 60 Extensible Cross-Platform FileMaker Pro-Based Software 
Tools for Proteomic Calculations; Fred J Taub1; Qiangwei 
Xia1; Tiansong “Tony” Wang1; Murray Hackett1; 1University 
of Washington, Seattle, WA
WP 61 Comparison of Methods for Detecting and Deisotoping 
Weak, High Charge Signals in Data; Tony G Ferrige1;
Robert Alecio1; Stuart Ray1; Lewis K Pannell2; 1Positive 
Probability Limited, Isleham, UK; 2Cancer Research Institute, 
Mobile, AL
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WP 62 CRAM'ming Macromolecular Ions in an ICR; David C 
Green1; Simin D Maleknia1; 1Griffith University, Brisbane, 
Australia; 2Sciformatics, Sydney, Australia
WP 63 PRISM - A New Computer Algorithm to Shed Light on 
Protein Interactions by Mass Spectrometry; Joshua Ho1;
Kevin Downard1; 1The University of Sydney, Sydney, Australia
WP 64 NRPP MS Viewer: Full Featured Open Source Spectrum 
Viewing Annotation And Spectrum Processing Tool;
Panagiotis G Papoulias1; Philip C Andrews1; David H Lentz1;
1University Of Michigan, Ann Arbor, MI
WP 65 Unambiguous Identification of Compounds in LC/MSn
Analyses by Mass-Spectral Library Search; Peter Sander1;
Birgit Schneider1; 1Bruker Daltonik, Bremen, Germany
WP 66 PRIME: Proteome Research Information Management 
Environment For High-Throughput Proteomics 
Laboratories; David H. Lentz1; Panagiotis G Papoulias1;
Philip C Andrews1; 1University of Michigan, Ann Arbor, MI
WP 67 Using MS Search Programs/EI Databases in Identification 
of Compounds that Generate Mass Spectra Regardless of 
Mass-Accuracy or Ionization Technique; O. David 
Sparkman1; Patrick R. Jones1; Teresa Vail1; 1University of the 
Pacific, Stockton, CA
WP 68 PROXIMO - A New Docking Algorithm to Model Protein 
Complexes with Data from Radical Probe Mass 
Spectrometry; Sebastien Gerega1; Kevin Downard1; 1The 
University of Sydney, Sydney, Australia
WP 69 Comparison of Several Wavelet Techniques for Denoising 
and Enhancement of Fourier-Transform Ion Cyclotron 
Resonance Mass Spectral Data; Paul D. Schnier1; Mikhail 
Toupikov1; 1Amgen, Thousand Oaks, CA
WP 70 Why is Automating the Determination of Molecular Ion 
using Automated Approaches so Hard and How Might it 
be Used?; Mark A. Bayliss1; Vitaly Lashin2; 1Advanced 
Chemistry Development Inc, Toronto, ON; 2Advanced 
Chemistry Development, Moscow, Russia
WP 71 MSPack - Mass Spectrometry Data Compression 
Software; Mingjie Xie1; Bin Ma1; 1University of Western 
Ontario, London, Canada
WP 72 GenoMass – An Automated Software Tool for Data 
Analysis of Complicated DNA and DNA-Adduct LC/MS 
Data; Chang Shen1; Qing Liao2; Paul Vouros3; 1Shenitech, 
Acton, MA; 2Harvard University Mass Spec Facility, 
Cambridge, MA; 3Northeastern University, Boston, MA
WP 73 A Software Application for MS Data Processing and Post 
Translational Modification Database Generation; James 
West1; Hua Huang1; Weiwei Tong1; Yang Su1; David 
Perlman1; Mark E. McComb1; Catherine E. Costello1; 1Boston 
University School of Medicine, Boston, MA
WP 74 IUPAC Standard Definitions of Terms Relating to Mass 
Spectrometry; Kermit K. Murray1; Robert K. Boyd2; Marcos 
N. Eberlin3; G. John Langley4; Liang Li5; Yasuhide Naito6;
1Louisiana State University, Baton Rouge, LA; 2National 
Research Council, Ottawa, Canada; 3State University of 
Campinas, Campinas, Brazil; 4University of Southampton, 
Southmpton, UK; 5University of Alberta, Edmonton, Canada; 
6Graduate School Creat. New Photonics Industries, 
Hamamatsu, Japan
WP 75 New 3D Visualization Tools for Ion Trajectory Simulations 
in FTICR-MS; Wojciech Burakiewicz2; Robert van Liere2;
Eugene N. Nikolaev3; Alexander M. Popov4; Ioana M. Taban1;
Ron M.A. Heeren1; 1FOM-insitute for Atomic and Molecular 
Physics, Amsterdam, The Netherlands; 2Centre for 
Mathematics and Informatics, Amsterdam, The Netherlands; 
3The Institute for Energy Problems of Chem.Physics, Moscow, 
Russia; 4Moscow State University, Moscow, Russia
WP 76 Use of a Novel Exact Mass Isotopic Matching Algorithm 
and Laser Desorption Ionisation for Rapid Identification 
of Dyes and Pigments; Joanne Mather1; Jeff Goshawk1;
Ramesh Rao1; Ronan O'Malley1; Dan McMillan1; 1Waters MS 
Technologies Centre, Manchester, UK
WP 77 Modeling Experimental Designs in Proteomics to Improve 
the Dynamic Range; Jan Eriksson1; David Fenyo2; 1Swedish 
University of Agricultural Sciences, Uppsala, Sweden; 2The 
Rockefeller University, New York, NY
WP 78 A Software Tool for Automated Molecular Composition 
Profiling of the Lipidome; Eva Duchoslav1; Christer S. 
Ejsing2; Kim Ekroos3; Julie Wingate1; Ron Bonner1; Andrej 
Shevchenko2; 1MDS Sciex, Concord, Canada; 2MPI-CBG, 
Dresden, Germany; 3AstraZeneca R&D, Molndal, Sweden
WP 79 A Diverse Dataset to Assist in the Production of Improved 
Peptide and Protein Identification Software; John E. 
Klimek1; Laura J. Hohmann1; Jimmy K. Eng1; Jennifer 
Jackson1; Andrew B. Gemmill1; Daniel B. Martin1; 1Institute 
for Systems Biology, Seattle, WA
WP 80 Isotope Modeling Routines Applied to Empirical Formula 
Prediction; Simon Ashton1; Richard Gallagher 2; Neil 
Loftus1; John Warrander1; Ichiro Hirano3; Shinichi 
Yamaguchi 3; Norio Mukai3; 1Shimadzu ISS, Manchester, UK; 
2AstraZeneca, Alderley Park, Macclesfield, UK; 3Shimadzu 
Corporation, Kyoto, Japan
WP 81 Development of the Real-Time CID/ECD Switching and 
Control System Based on MS2 spectra; Toshiyuki 
Yokosuka1; Kiyomi Yoshinari1; Kinya Kobayashi1; Takashi 
Baba2; Hiroyuki Satake2; Atsumu Hirabayashi2; Yuichiro 
Hashimoto2; Izumi Waki2; 1Htachi, Ltd. Hitachi Research 
Laboratory, Hitachi, Japan; 2Hitachi, Ltd. Central Research 
Laboratory, Kokubunji, Japan
WP 82 How to Manage a Large Jurisdiction of LC-MS/MS Users 
in a Typical Regulated Pharmaceutical Environment;
Björn Behrens1; Markus Mickel2; Axel Besa2; 1Schering, 
Berlin, Germany; 2Applied Biosystems, Darmstadt, Germany
ENVIROMENTAL ANALYSIS:  FOOD AND PESTICIDES 
WP 83 Comparison of Different Ionization Techniques for the 
Determination of HBCD by LC-MS; Sami Huhtala1; Gordia 
MacInnis2; Sean Backus2; Mark Hewitt2; Mehran Alaee2;
Gregg Tomy3; Chris Marvin2; 1Finnish Environment Institute, 
Helsinki, Finland; 2Environment Canada, Burlington, ON , 
Canada; 3Department of Fisheries and Oceans, Winnipeg, MA 
Canada
WP 84 Determination of Perchlorate in Soil by IC-MS using 
Accelerated Solvent Extraction with Integrated Clean-up: 
A Study of Time and Recoveries; Rosanne W. Slingsby1;
Sheldon E. Henderson2; Brett J. Murphy2; Bruce E. Richter2;
Douglas W. Later1; 1Dionex Corporation, Sunnyvale, CA; 
2Dionex Corporation, Salt Lake City, UT
WP 85 Quantification and Verification of Aminoglycoside 
Antibiotics in Honey by Liquid Chromatography-Tandem 
Mass Spectrometry (LC-MS-MS); David Durden1;
1Canadian Food Inspection Agency, Calgary, AB, Canada
WP 86 Analysis of Estrogens in Environmental Samples below 0.1 
ng/L by LC/MS/MS using SPE with GPC for Enhanced 
Sample Preparation; Stephen Lock1; Rakesh Kanda2;
1Applied Biosystems, Warrington, UK; 2Severn Trent 
Laboratories, Reading, UK
WP 87 DEP Metabolism; James A. Campbell1; Andrea L. Busby1;
Charles Timchalk1; Dana B. Barr2; Ralph D. Whitehead2;
1Battelle, Pacific Northwest Division, Richland, WA; 2Center 
for Disease Control and Prevention, Atlanta, Ga
WP 88 Photochemical Degradation of BDE-209 and GC-MS 
Study of the Products; Xia Zeng1; Staci Simonich1; Douglas 
Barofsky1; 1Oregon State University, Corvallis, OR
WP 89 The Use of Red Wine as a Matrix to Test LC/MS System 
Robustness with Automated Sample Cleanup; Jonathan R 
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Beck1; Dipankar Ghosh1; 1Thermo Electron Corporation, San 
Jose, CA
WP 90 Quantitative LCMSMS Analysis of Disperse Dyes in 
Textile samples; Matthew Grigg1; Andre Schreiber2; 1Applied 
Biosystems, Singapore, Singapore; 2MDS Sciex, Toronto, 
Cananda
WP 91 Determination of Chlorophenols in Soils via Supercritical 
Fluid on Line with Solid-Phase Microextraction; Wen-Hsin 
Li1; Maw-Rong Lee1; 1National Chung-Hsing University, 
Taichung, Taiwan, ROC
WP 92 Comparison of Ion-Pairing and Solid-Phase Extraction 
Methods for LC-MS/MS Measurement of 
Perfluoroalkylated Substances in Human Serum; Cariton 
Kubwabo1; Brian Stewart1; 1Health Canada, Ottawa, Canada
WP 93 Applications of Imaging Matrix Assisted Laser Desorption 
Ionisation - Mass Spectrometry to the Study of Dermal 
Absorption of Isocyanates; Brendan Prideaux1; Malcolm R 
Clench1; Vikki A Carolan1; Jackie Morton2; Bob Rajan-
Sithamparanadarajah3; 1Sheffield Hallam University, Sheffield, 
UK; 2Health and Safety Laboratory, Buxton, UK; 3Health and 
Safety Executive, Bootle, UK
WP 94 High Throughput Pesticide Screening: The Combination 
of Scheduled MRM Transitions and Fast 
Chromatography; Sandra Chu1; Byron Kieser1; J.C.Yves Le 
Blanc1; Gary Impey1; 1MDS Sciex, Concord, Canada
WP 95 Analysis of Perchlorate in Complex Matrices Utilizing 
LC/MS/MS; Randy D Laubscher2; Denise K MacMillan1;
1United States Army Corps of Engineers, Omaha, NE; 
2SpecPro Inc., Huntsville, AL
WP 96 Accuracy of Quantitation using External and Internal 
Calibration to Analyze 13 Azo-dyes in Extracts of Spices 
and Sauces; Andre Schreiber1; Tanya Gamble1; Houssain El 
Aribi1; Steve Lock2; Jeremy Padfield3; Nick Byrd3; 1MDS 
Sciex, Concord, Ontario, Canada; 2Applied Biosystems, 
Warrington, UK; 3Campden and Chorleywood Food 
Research, Chipping Campden, UK
WP 97 Analysis of Biogenic Amines by Ion Chromatography 
Coupled with Tandem Mass Spectrometry; Houssain El 
Aribi1; Stephen Antonsen2; Pearl Blay3; Takeo Sakuma1;
Michael Quilliam3; 1Applied Biosystems/MDS SCIEX, 
Concord, Ontario, Canada; 2Dionex Canada Ltd, Oakville, 
Ontario, Canada; 3NRC Institute for Marine Bioscience, 
Halifax, Nova Scotia, CA
WP 98 Biological Monitoring of Dicarboximide Fungicides in 
Human Urine using LC–MS/MS; Christian H. Lindh1;
Margareta Littorin1; Åsa Amilon1; Bo AG Jönsson1; 1Dep. 
Occupational and Environmental Medicine, Lund, Sweden
WP 99 Determination of Natural and Synthetic Steroids and 
Their Conjugates in Environmental Samples by 
LC/MSMS; Steve Cagampan1; Ed Sverko1; Mehran Alaee1;
Josey Grabuski1; Takeo Sakuma2; Gordana Ivosev2; Mauro 
Aiello2; Robert Ellis2; Andre Schreiber2; Doina Caraiman2;
Tanya Gamble2; Yves LeBlanc2; Nadia Pace2; 1National 
Water Research Institute, Burlington, Canada; 2Applied 
Biosystems-MDS-SCIEX, Concord, Canada
WP 100 Highly Sensitive and Selective Analysis of Peptides by 
MALDI-TOF Using Mixed Monolayer Protected Clusters 
(MMPC’s) for Extraction and Concentration; Benjamin 
N.Y. Vanderpuje1; Gang Han1; Vincent M. Rotello1; Richard 
W. Vachet1; 1University of Massachusetts, Amherst, MA
WP 101 Determination of Heterocyclic Amines in Food by µ-
LC/ESI-MS/MS; Seung-Woon Myung1; 1Kyonggi University, 
Suwon, Korea
WP 102 Evaluation of Unique Scan Functions of Triple 
Quadrupole and Linear Ion Trap Mass Spectrometers in 
Determining Chemical Species of Arsenic; Robert Ellis1;
Takeo Sakuma1; 1MDS Sciex / Applied Biosystems, Toronto, 
Canada
WP 103 Quantitative Measurement of 19 Phthalate Metabolites in 
Human Meconium, Semen, Serum, and Breast Milk using 
Off-Line SPE- On-Line SPE- HPLC-MS/MS; Kayoko 
Kato1; Manori J Silva1; Larry L Needham1; Antonia M 
Calafat1; 1Centers for Disease Control and Prevention, 
Atlanta, GA
WP 104 LC/MS/MS Analysis of Anti-infectives in Raw and Treated 
Sewage; Pedro A. Segura1; Araceli Garcia Ac1; André 
Lajeunesse2; Dipankar Ghosh3; Christian Gagnon2; Sébastien 
Sauvé1; 1Université de Montréal, Montréal, Canada; 2Centre 
St.-Laurent / Environnement Canada, Montréal, Canada; 
3Thermo Electron Corporation, San Jose, CA
WP 105 Validation of an JP-8 Fraction in Rat Liver and Whole 
Blood; Shonetta D. Gregg1; Jeffrey W. Fisher1; Michael G. 
Bartlett1; 1University of Georgia, Athens, Ga
WP 106 A Multi-Residue LC-MS-MS Method for Evaluating 
Potato Pesticide Impacts in Atlantic Canada; Suzanne 
Batchelor1; Herb Rees2; Lien Chow2; Linnell Edwards3; Allan 
Macrae3; Mark Hewitt1; 1Environment Canada, Burlington, 
ON, Canada; 2Agriculture and Agri-Food Canada (AAFC), 
Fredericton, NB, Canada; 3AAFC, Charlottetown, PE, 
Canada
AGRICULTURE AND PESTICIDE ANALYSIS 
WP 107 Development, Validation and Performance of a 
Confirmatory LC/MS/MS Method for the Determination 
of Glyphosate Herbicide in Human Urine; J. Mark Allan1;
Ronald K. Beasley1; John D. Fuhrman1; 1Monsanto Company, 
Saint Louis, MO
WP 108 Monitoring the Presence of Ergot Alkaloids in Forage 
Animal Samples; Darrin L. Smith1; Wilson D. Shafer1; Lori 
L. Smith2; James L. Klotz2; James R. Strickland2; 1Eastern 
Kentucky University, Richmond, KY; 2Forage-Animal 
Production Research Unit: USDA-ARS, Lexington, KY
WP 109 Developing a Method for Investigating Beer Proteins Using 
Mass Spectrometry; Yuwei Qian1; Werner Ens1; Marta 
Izydorczyk2; Sharon Bazin2; Ken Preston2; 1University of 
Manitoba, Winnipeg, Canada; 2Grain Research Laboratory, 
Winnipeg, Canada
WP 110 Identification of Photolytic Products by Fourier 
Transform Ion Cyclotron Mass Spectrometry and NMR 
Spectroscopy in Insecticide Research; Ronald Shomo1;
Shaaban ElNaggar1; Bill Creekmore1; Evon Bolessa1; Nikisha 
Joseph1; 1FMC Corporation, Princeton, NJ
WP 111 Proteomic Analysis of Responses of Medicago truncatula 
to External Stimuli; Zhentian Lei1; Satish Nagaraj1; Bonnie 
S. Watson1; Richard A. Dixon1; Lloyd W. Sumner1; 1The 
Samuel Roberts Noble Foundation, Ardmore, OK
WP 112 The Development of a Method for Imaging the 
Distribution of Agrochemicals in Plants; David M. G. 
Anderson1; Malcolm R Clench1; Susan Crosland2; Susan 
Crosland2; Kate R. Sharples2; Vikki A. Carolan1; 1Sheffield 
Hallam University, Sheffield, UK; 2Syngenta, Bracknell, UK
WP 113 Rapid Method for the Determination of 67 Pesticide 
Residues in Foods by Liquid Chromatography/Time-Of-
Flight/Mass Spectrometry; Masahiko Takino1; Douglas 
McIntyre2; Machiko Saka3; Kazuaki Iijima3; Yoshitsugu 
Odanaka3; 1Yokogawa Analytical Systems, Inc., Tokyo, Japan; 
2Agilent technologies, Santa Clara, C; 3The Institute of 
Environmental Toxicology, Mitsukaido, Japan
WP 114 LC-MS-MS Determination of Malachite Green and 
Leucomalachite Green in Fish Product; Tao Ding1;
Jingzhong Xu1; Bing Wu1; Huilan Chen1; Chongyu Shen1; Fei 
Liu2; Paul Hendricks3; Kefei Wang3; 1Jiangsu Entry-Exit 
Inspection & Quarantine Bureau, Nanjing, China; 2Thermo 
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Electron Corp, Shanghai, China; 3Thermo Electron Corp, San 
Jose, CA
WP 115 A Fast and Sensitive Multiresidue Method for Pesticides 
Determination in Corn Grains using LC-MS/MS; Helio 
Alves Martins-Júnior1; Daniel Temponi Lebre1; Tereza 
Atsuko Kussumi2; Maria Aparecida Faustino Pires2; Oscar 
Vega Bustillos2; 1Applied Biosystems, Sao Paulo, Brazil; 
2Instituto de Pesquisas Energeticas e Nucleares, Sao Paulo, 
Brazil
WP 116 Mass Spectrometric Detection of Proteins in Non-Aqueous 
Media; Michelle Douma1; Gina Kerr1; R. Stephen Brown1;
Richard Oleschuk1; Bernd O. Keller1; 1Queen's University, 
Kingston, Ontario
WP 117 Identification of Compounds in Three Species of False 
Rosemary (Conradina sp.) Native to Florida as Candidate 
Mosquito Repellents; Brian P Quinn1; Ulrich R Bernier1;
Matthew M Booth2; 1USDA-ARS-CMAVE, Gainesville, FL; 
2University of Florida, Gainesville, Florida
WP 118 The Use of Dispersive SPE for the Analysis of 
Organophosphate Pesticides and Acidic Herbicides in 
Fruit and Vegetables by LC/MS/MS; Nick Byrd1; Stephen 
Lock2; Neil Errington2; 1Campden & Chorleywood Food 
Research Association, Chipping Campden, UK; 2Applied 
Biosystems, Warrington, UK
LC/MS 
WP 119 Evaluation of Quantitative Accuracy for Chromatographic 
Peak Deconvolution on High-Throughput LC-TOFMS;
Toshinobu Hondo1; Keiko Kaneda1; Tetsuichiro Morita1;
Kenji Nagatomo1; Jun Tamura1; Zhanpin Wu2; 1JEOL Ltd., 
Tokyo, Japan; 2JEOL USA Inc., Peabody, MA
WP 120 Evaluating the use of Phosphate Containing Mobile Phases 
with the 4000 Q TRAP®: Transitioning from LC-UV 
Stability Indicating Methods; Tom Bellman2; Gary Impey2;
Carmai Seto2; Robert Papp1; Wayne Mullett1; Elizabeth 
Kwong1; 1Merck Frosst Canada & Co., Kirkland, Canada; 
2Applied Biosystems/MDS Sciex, Concord, Canada
WP 121 Acquity UPLC System for Discovery Bioanalytical 
Applications; Bogdan Sleczka1; Hollie Booth1; Celia 
D’Arienzo1; Jian Wang1; Timothy Olah1; 1Bristol-Myers 
Squibb, Princeton, NJ
WP 122 Drug-HSA Binding Site Screening using Limited Digestion 
and LC-MS/MS; Min Bian1; David Hage1; 1university of 
Nebraska, Lincoln, Lincoln, Ne
WP 123 Comparison of Carryover Performance Between the 
Shimadzu SIL and CTC PAL Autosamplers Using Liquid 
Chromatography-Tandem Mass Spectrometry; Juan 
Chen1,2,3; Helengrace Schuck1,2,3; Dina Goykhman1,2,3; 1Merck
& Co., Inc., West Point, PA; 2Merck & Co., Inc., West Point, 
PA; 3Merck & Co., Inc., West Point, PA
WP 124 Assay of D-Amino Acid in Aplysia Californica’s Central 
Nervous System by Capillary Liquid Chromatography-
Tandem Mass Spectrometry; Yaru Song1; Fei Liang1;
Yiming Liu1; 1Jackson State University, Jackson, MS
WP 125 The Use of 1 mm i.d. Columns for Fast Generic Gradient 
Bioanalysis within Discovery; Anders Blomgren1; Margareta 
Maxe1; 1AstraZeneca R&D Lund, Lund, Sweden
WP 126 The Use of “Aqueous Normal Phase (ANP)” 
Chromatography for LC/MS on Silica-Hydride Based 
Bonded Stationary Phases; Joseph J. Pesek1; Maria T. 
Matyska1; 1San Jose State University, San Jose, CA
WP 127 Development of a New Column for The Measurement of 
Haloacetic Acids in Drinking Water by IC/MS and 
IC/MS/MS; Rida Al-Horr1; Charanjit Saini1; Rosanne 
Slingsby1; Christopher Pohl1; 1Dionex Corporation, 
Sunnyvale, CA
WP 128 Elution and Characterization of Peptides Up to 40-mers in 
Length Using Supercritical Fluid Chromatography/Mass 
Spectrometry (SFC/MS); Jun Zheng1; J. David Pinkston2;
Paul Zoutendam2; Larry Taylor1; 1Virginia Tech, Blacksburg, 
VA; 2Procter & Gamble Pharmaceuticals, Mason, OH
WP 129 Surface Activated Chemical Ionization and High Flow 
Gradient Chromatography to Avoid Matrix Effect in 
Street Drugs Analysis; Simone Cristoni1; Luigi Rossi 
Bernardi2; 1ISB, Milan, Italy; 2University of Milan, Milan, 
Italy
WP 130 Electrochemical Assisted Electrospray Ionization Tandem 
Mass Spectrometry: Improving the Detection Limit of 
Electrochemically Active Species; Robert Carr1; Jennifer 
(Binbin) Feng2; Kevin Kolodsick2; Daphne Wang2; Min 
Zhong2; Christopher Holliman2; Carol Kingsmill2; 1University 
of Michigan, Ann Arbor, MI; 2Pfizer Global Research and 
Development, Ann Arbor, MI
WP 131 Structural Identification of Degradants and Impurities in 
Phospholipids in a Linear Ion Trap – Orbitrap Hybrid 
Mass Spectrometer; Guodong Chen1; Ibrahim Daaro1;
Birendra N. Pramanik1; 1Schering-Plough Research Institute, 
Kenilworth, NJ
WP 132 Screening of a Sulfonamides Library by Supercritical 
Fluid Chromatography Coupled to Mass Spectrometry 
(SFC-MS). Preliminary Properties-Retention Study;
Amaury Cazenave Gassiot1; G. John Langley1; Bob 
Boughtflower3; Mark Bradley8; Jeff Caldwell7; Steven Hoare2;
Claire Holyoak3; Steve Lane4; Paul Oakley5; Frank Pullen6;
Mark Taylor6; 1University of Southampton, Southamtpon, UK; 
2Evotec OAI Ltd., Abingdon, UK; 3GlaxoSmithKline, CASS, 
Harlow, UK; 4GlaxoSmithKline, Stevenage, UK; 5Mettler-
Toledo Autochem, Newark, DE; 6Pfizer GLobal Research & 
Development, Sandwich, UK; 7Princeton Chromatography 
Inc., Cranbury, NJ; 8University of Edinburgh, Edinburgh, UK
WP 133 The Analysis of Basic Drugs by LC/MS/MS with High pH 
Mobile Phases; Liming Peng1; Tivadar Farcas1; Ismail 
Rustamov1; 1Phenomenex Inc, Torrance, California
WP 134 Evaluation of Porous Graphitic Carbon Column Coupled 
with Tandem Mass Spectrometry for Quantitation of 
Diastereomeric Drugs in Biological Samples; Yuan-Qing 
Xia1; Mohammed Jemal1; Naiyu Zheng1; Xiaohang Shen1;
1Bristol-Myers Squibb Company, Princeton, NJ
WP 135 Simultaneously Probing and Identification of Radical-
Scavenging Compounds in Biological Materials with 
Paralleling Detection System; Chang-Hsin Kuo1; Chen-Wei 
Liao1; Li-Lian Lin1; Kuo-Lung Ku1; 1National Chiayi 
University, Chiayi City, Taiwan
WP 136 LC/MS-MS using UPLC and Superheated-Water 
Chromatography; Richard Payne1; Dr Anthony Edge1; Dr 
Christopher Smith1; Dr Ian Wilson1; Stefanie Shillingford1;
Elizabeth Thomas1; 1AstraZeneca, Macclesfield, UK
WP 137 Simultaneous HPLC-MS-MS-UV Study of 
Solvent/Column Background; Rajesh Dubey1; Karel 
Snoble2; Jim Przybytek2; Tony Kemperman2; John L. Welch1;
1Honeywell International Inc., Buffalo, NY; 2Honeywell 
Burdick & Jackson, Muskegon, MI
GC/MS 
WP 139 Analysis of Industrial Soil Contamination with Thermal 
Desorption/GC/MS; Robert S. Frey1; 1Scientific Instrument 
Services, Inc, Ringoes, NJ
WP 140 Hands-On GC/Tandem Mass Spectrometry in the 
Undergraduate Teaching Laboratory; Bruce D. Allison1;
Vincent Franco1; John W. Grossenbacher2; J. Mitchell Wells2;
Garth E. Patterson2; Wendy J. Kramer2; Dennis J. Barket, Jr. 2;
1Rose-Hulman Institute of Technology, Terre Haute, IN; 
2Griffin Analytical Technologies, Inc., West Lafayette, IN
WP 141 Extending the Low Analyte Concentration Limit of 
Quantitation for GCMS using a Novel Maximum 
Aposteriori Probability (MAP) Algorithm; Shahar Ben-
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Menahem1; James K. Breaux1; Sandeep Gulati1; Thomas 
George1; Bud Bromley1; Randy Roushall2; 1ViaLogy 
Corporation, Altadena, CA; 2Agilent Corporation, Santa 
Clara, CA
WP 142 Biological Monitoring of Synthetic Pyrethroids, 
Organophosphates, and Carbamates in Human Blood 
Plasma Using Isotope Dilution Gas Chromatography-High 
Resolution Mass Spectrometry; Jose J. Perez1; Kimberly 
Smith1; Gayanga Weerasekera1; Megan H. Williams2; Robin 
M. Whyatt2; Larry L. Needham1; Dana B. Barr1; 1Centers for 
Disease Control and Prevention, Atlanta, GA; 2Mailman 
School of Public Health Columbia Univ., New York, NY
WP 143 GC-MS Sensitivity – Approaching OFN Limits with 
Difficult Compounds; Aviv Amirav1; Alexander B. Fialkov1;
1Tel Aviv University, Tel Aviv, Israel
WP 144 Applications of Pyrolysis Gas Chromatography/Time-of-
Flight Mass Spectrometry; Masaaki Ubukata1; Kazuo 
Tanaka1; Jun Tamura1; Akihiko Kusai1; Robert Hertsens2;
1JEOL Ltd., Akishima Tokyo, Japan; 2JEOL (Europe) B.V., 
Zaventem, Belgium
WP 145 Elucidation of the Geometry and Double Bond Position of 
Long Chained Isomerized Olefin Mixtures using GC/MS 
with Electron Ionization; Timothy P. McGinnis1; 1Nalco 
Company, Naperville, IL
WP 146 Qualitative and Quantitative Evaluation of Volatile 
Extractables for Components of a Novel Inhalation Drug 
Delivery System by Headspace GC- MS; Qiang Chen1;
George Lin1; 1Alexza Pharmaceuticals, Palo Alto, CA
WP 147 A Sensitive and Specific Methodology for CTAB 
Determination in a Novel Vaccine Using Liquid-Liquid 
Extraction with GC/MS; Yieng-Hau R. Han1; Zhong Li1;
Joyce A. Sweeney1; Pei-Kuo Tsai1; Brett S. Duersch1; William 
E. Bowen1; 1Merck Research Laboratories, West Point, PA
METHODS FOR SMALL MOLECULE ANALYSIS 
WP 148 Development and Validation of an LC-MS/MS Method for 
the Determination of FK330 in Human Plasma and Urine;
Yu-Luan Chen1; Shahzad Akhtar1; Hayato Kaneko2; Tsuyoshi 
Takaira2; Masakazu Kobayashi3; 1Astellas Pharma US, Inc., 
Evanston, IL; 2Astellas Pharma Inc., Tokyo, Japan; 3Astellas 
Research Institute of America, Evanston, IL
WP 149 Translation of a Biomarker Panel - Validation of an 
LC/MS/MS Method for the Analysis of Endogenous 3-
Methoxy-4-Hydroxyphenylglycol (MHPG) in Urine;
Wenlin (Wendy) Li1; Stephen Spindler2; Sandra Rojas-Caro2;
Scott Fountain1; Gabriella Szekely-Klepser1; 1Pfizer Inc. 
Biomarker Implementation Group, Ann Arbor, MI; 2Pfizer 
Inc., Clinical R&D Operation, Ann Arbor, MI
WP 150 Stable Isotope Labeled Fatty Acid Analysis in Plasma 
using LC-FAIMS-SRM; Kevin Bateman1; Sebastien Gagne1;
Sheldon Crane1; Jean-Francois Levesque1; James Kapron2;
1Merck Frosst Centre for Therapeutic Research, Kirkland, 
QC; 2Thermo, Ottawa, ON
WP 151 A Fast and Economical MS/MS Procedure to Handle 
Glucuronidated Phase II Metabolites in the Development 
of Bioanalytical Methods; Cynthia S. Côté1; Véronique 
Gauvreau1; Jean-Nicholas Mess1; Malika Madi1; Troy 
Bradley1; Fabio Garofolo1; 1Algorithme Pharma, Laval 
(Montreal), Canada
WP 152 High Thoughput UPLC/MS/MS Analysis of Underivatised 
Amino Acids; Kate Yu1; Peter Alden1; Rob Plumb1; 1Waters 
Corporation, Milford, MA
WP 153 Comparison of Flow Injection-Electrospray MS, MS/MS, 
FAIMS-MS and FAIMS-MS/MS for the Determination of 
Underivatized Amino Acids in Yeast; Margaret A. 
McCooeye1; Zoltan Mester1; 1National Research Council of 
Canada, Ottawa, Canada
WP 154 Withdrawn
WP 155 An LC-MS/MS Method for the Quantification of 
Carbamazepine in Cerebrospinal Fluid Utilizing Methyl-
Carbamazepine as an Internal Standard; Yingbo Yang1;
Sophie Pan1; Lucy Liu1; Brad Gien1; Ines de Lannoy1; 1NoAb 
BioDiscoveries, Mississauga, Canada
WP 156 Non-intuitive Strategies for Minimizing Matrix Effects in 
Development of Ultrasensitive Bioanalytical LC/MS/MS 
Methods; Vladimir Capka1; Spencer J. Carter1; 1Tandem 
Labs, Salt Lake City, UT
WP 157 Chromatographic Separation and Quantitation of 
Gentamicin C1, C1a, C2 and C2a from a Gentamicin 
Sulfate Complex for Pharmacokinetics Studies; Gérard 
Dussault1; Alain Arsenault1; Peter J. Roberts1; Manon 
Vranderick1; 1MDS Pharma Services, Saint-Laurent 
(Montréal), Canada
WP 158 A Simple Phase-Switching Method for the Direct LC-Ms 
Analysis of Impurities in Pharmaceuticals with Non MS-
Compatible Mobile Phases; Eleftheria Galanaki1; Maria 
Altamura1; Antonio Triolo1; 1Menarini Ricerche Spa, Firenze, 
Italy
WP 159 Bioanalytical Method Development and Validation of a 
LC-MS/MS Assay for Artesunic Acid and 
Dihydroartemisinin in Human Plasma; B. O'Brien1; K. 
Thornton1; T. O'Neill1; L. Moody1; M. Smith1; L. Haney1; L. 
Siemann1; R. Harris1; K. S. Smith2; C. DiTusa2; 1Midwest 
Research Institute, Kansas City, MO; 2WRAIR-Division of 
Experimental Therapeutics, Silver Spring, MD
WP 160 Rapid UPLC/MS/MS Determination of Organic Acids in 
Cells and Fermentation Supernatants; Keri L Ross1; Joseph 
J Dalluge1; Travis T Tu1; 1Cargill Incorporated, Minneapolis, 
MN
WP 161 Analysis of Pharmaceutical Drugs by HILIC and Reversed 
Phase; Reno Nguyen1; Mark Jacyno1; Scott Anderson1;
1Grace Davison, Deerfield , IL
WP 162 Advancing Single&minus;Photon Mass Spectrometry with 
Derivatization; Jeannette Karczmarski1; 1University of 
Arizona, Tucson, AZ
WP 163 Complete Characterization of Impurities in Erythromycin 
A Oxime Using a Hybrid Ion Trap Fourier Transform 
Mass Spectrometer; Shigeru Sakamoto1; Kazuyo Nakagawa1;
Mihoko Yamaguchi1; Masayuki Kubota1; 1Thermo Electron, 
Yokohama, Japan
WP 164 Comparison of Ion Source Sensitivity Capabilities for the 
Analysis of Low Molecular Weight Compounds in Rat 
Brain Samples; Lisa M Buchholz1; Sarah Osgood1; Joe 
Palandra1; Lucinda Cohen1; 1Pfizer Global Research & 
Development, Ann Arbor, MI
WP 165 An Automated, Rapid, LC-MS Method Development 
Approach Used for the Development of HPLC Methods 
for Active Pharmaceutical Ingredients (APIs); Edward M 
Sheldon1; Andreas Kaerner1; 1Eli Lilly Company, 
Indianapolis, IN
WP 166 Sub-ppb Multi-Residue Determination of Quinolone, 
Fluoroquinolone and Sulfonamides Antibacterials in Fish 
and Shrimp by LC-MSMS; Guy L Dufresne1; 1Health 
Canada-Food Directorate, Longueuil, Canada
WP 167 Overcoming the Interaction Between Fluticasone 
Propionate and Salmeterol in a Combined Validated Assay 
by LC/MS/MS; Spencer J Carter1; Vladimir Capka1; Ed 
Brewer1; Patrick K Bennett1; 1Tandem Labs, Salt Lake City, 
UT
WP 168 A Sensitive and Selective Method for Quantification of 
Naturally-Occurring Folates in Foods using Electrospray 
Tandem Mass Spectrometry; Shyamala Vishnumohan1;
Jayashree Arcot1; Russell Pickford1; 1University of New South 
Wales, Sydney, Australia
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WP 169 Quantification of the Biomarker 11-dehydro 
Thromboxane B2 in Human Urine by LC-MS/MS; Yousef 
Basir1; Toby Julian1; Venjiman Lapko1; Kirk Newland1; 1MDS 
Pharma Services, Lincoln, NE
WP 170 A Robust Method for Detection of Pregabalin at 
Micromolar Concentrations in Rat In Situ Brain Perfusion 
Samples; Sarah Osgood1; Jeremy McFadden1; Julie Poe1;
Cheryl Li1; Lisa Buchholz1; 1Pfizer Global Research & 
Development, Ann Arbor, MI
WP 171 Sensitive LC-MSn Method for the Quantitation and 
Confirmation of Oxytocin in a Dilute IV Saline Solution;
Christine M. Karbiwnyk1; Kent C. Faul1; Sherri B. 
Turnipseed1; Keith E. Miller2; 1U.S. Food & Drug 
Administration, Denver, CO; 2University of Denver, Denver, 
CO
WP 172 Ion Suppression Comparisons of Micro Elution Style SPE 
Formats; Raegan Goodell1; William Hudson1; 1Varian Inc, 
Lake Forest, CA
WP 173 Automated HTLC/MS/MS Method Development Using a 
Cohesive TLX1 with MCM for TurboFlow and Analytical 
Column Optimization; Chris Esposito1; Francois A. 
Espourteille1; 1Cohesive Technologies, Inc., Franklin, MA
WP 174 Chemical Reactions Influencing Mass Spectral Responses 
in Electrospray Mass Spectrometry of Undiluted Ionic 
Liquids and Dissolved Analyte; Yuchen Lu1; Douglas C 
Duckworth1; Gary J Van Berkel1; Vilmos Kertesz1; Fred L 
King2; 1Oak Ridge National Lab, Oak Ridge, TN; 2West 
Virginia University, Morgantown, WV
WP 175 Hydrolysis Kinetics of Titan Tholin Analogues Determined 
by FT-ICR Mass Spectrometry; Hiroshi Imanaka1; Katie 
Holso1; Arpad Somogyi1; Mark Smith1; 1University of 
Arizona, Tucson, AZ
WP 176 Analysis of Acrylamide in Food by LC/Time-of-Flight 
Mass Spectrometry; Zhanpin Wu1; 1JEOL USA, Inc., 
Peabody, MA
WP 177 Small Molecule Analysis with Silicon Nanopowder-
Assisted Laser Desorption/Ionization; Shai Dagan1; Xiujuan 
Wen1; Dylan J. Boday1; Vicki H. Wysocki1; 1University of 
Arizona, Tucson, AZ
WP 178 Improving Signal to Noise Ratio of Valpric Acid with 
Compromised MS/MS Conditions; Saber H. Maleki1; Yong 
Q. Tang1; Xiangyu Jiang2; 1Covance Analytical Services LLC, 
Indianapolis, IN; 2Covance Laboratories Inc, Madison, WI
DRUG METABOLISM:  HIGH THROUGHPUT 
WP 179 A Simple Generic High-Throughput LC-MS/MS Method 
for the Analysis of Biological Samples Generated in Drug 
Discovery; Maria-A. Vindigni1; Olivier Meyer1; Julie 
Ducharme1; 1AstraZeneca R&D Montreal, Montreal, Canada
WP 180 Investigation of Open Access Aria LC-MS/MS Systems: 
Variables that Contribute to Accuracy and Precision 
Problems during Quantitation of Pharmacokinetic 
Samples; Laquisha E. Hamilton1; Rena Zhang 1; W. Bart 
Emary1; 1Merck & Co. Inc, West Point, PA
WP 181 Matrix Effects from Cofactors Commonly used in 
Microsome Stability Assays. A Study of NADPH and 
UDPGA Combined with Fast LC/MS/MS; Sam Sperry1;
Natalie Tran1; 1SGX Pharmaceuticals, San Diego, CA
WP 182 An Intrinsically Two-Dimensional Approach to LC-MS 
Analysis Making Maximal Use of the LC-MS Method for 
Affinity Screening; Jim Samuelsson1; Juergen Cox1; Marc 
Flesch1; Peter Haberl1; Ruediger Heidenblut1; Joe 
Shambaugh1; 1Genedata, Martinsried, Germany
WP 183 A Rapid and Sensitive LC-MS/MS Method for the 
Determination of Cilazapril and its Active Metabolite in 
Human Plasma; Heon-Woo Lee1; Ji-Hyung Seo1; Sung-Su 
Kim1; Yong-Won Kim1; Kyung-Tae Lee1; 1College of 
Pharmacy, Kyung Hee University, Seoul, Korea
WP 184 Early Metabolic Stability And Metabolite ID Profile Of 
Pharmaceuticals By A Two Column Fast And High 
Resolution LC/ESI oaTOF System; Horst Lehmann1;
Anabel Fandino1; Edgar Nägele1; 1Agilent Technologies R&D 
and Marketing GmbH & Co., Waldbronn, Germany
WP 185 Extending the Polarity Range of Turbulent-Flow Liquid 
Chromatography Extractions; Kimberly Navaline1; Kathryn 
Black2; Joseph Takarewski1; Joseph M. Di Bussolo1;
1Cohesive Technologies, Franklin, MA; 2West Chester 
University of Pennsylvania, West Chester, PA
WP 186 High Throughput Metabolic Stability Assay using a Linear 
Ion trap Mass Spectrometer; Gargi Choudhary1; Marta 
Kozak1; Diane Cho1; 1Thermo Electron, San Jose, CA
WP 187 High Throughput Cytochrome P450 Inhibition Assay 
Using Laser Diode Thermal Desorption Mass 
Spectrometry (LDTD-MS); Jin Wu1; Kevin P. Bateman1;
Pierre Picard2; Sylvain Letarte2; Mireille Gaudreault1; Jean-
Francois Levesque1; Deborah Nicoll-Griffith1; 1Merck Frosst 
Center for Therapeutic Research, Kirkland, QC, Canada; 
2Phytronix Technologies Inc., Quebec, QC, Canada
WP 188 Cassette Plasma Protein Binding by Equilibrium Dialysis 
with 96-well Dialysis Plate; Jingzhou Liu1; 1AstraZeneca 
R&D Boston, Waltham, MA
WP 189 Quantitative Application of Up-Front Collision-Induced 
Dissociation for Direct Measurement of PEGylated 
Compounds in Dog Plasma; Patrick Lin1; Dale Schoener1;
Melanie Gee-Shihabi1; Richard Goodin23; Yuan Song23; Lida 
Antonian23; 1Alta Analytical Laboratories, El Dorado Hills, 
CA; 2Nektar Therapeutics, San Carlos, CA; 3Nektar 
Therapeutics, Huntsville, AL
WP 190 Comparing Mass Defect Filtering and Accurate Mass 
Profile Extracted Ion Chromatogram (AMPXIC) for 
Metabolism Studies; Don Kuehl1; Ming Gu1; Yongdong 
Wang1; 1Cerno Bioscience, Danbury, CT
WP 191 Fast Bioanalytical Method for the Quantitative Analysis of 
Drugs in Plasma Using Dilute-and-Shoot Technique and 
Liquid Chromatography-Tandem Mass Spectrometry;
Helengrace A. Schuck1; Kari J Lynn1; Hale Barbara2; Danny 
W. Choo1; 1Merck & Co. Inc., West Point, PA; 2Ursinus 
College, Collegeville, PA
WP 192 Exploiting the High-Speed Capability of Ultra 
Performance Liquid Chromatography / Tandem Mass 
Spectrometry in Increasing Throughput in Metabolite 
Identification Studies; Mary E. Lame1; Erin Chambers2;
Marian Twohig2; Amit S. Kalgutkar1; 1Pfizer Global Research 
and Development, Groton, CT; 2Waters Corporation, Milford, 
MA
WP 193 Improving the Metabolite Identification Process with 
Efficiency and Speed; Lorne M. Fell1; Carmai Seto1; Tom 
Bellman1; Gary Impey1; 1Applied Biosystems/MDS Sciex, 
Concord, ON, Canada
WP 194 High Throughput Screening for Microsomal Stability of 
NCEs using LC-MS/MS with Sample Pooling, Automated 
Tuning and Automated Data Processing; Yongmin Li1;
Krista Bellman1; Zhihua Liu1; Hongying Gao2; Licong Jiang1;
1Vertex Pharmaceuticals, Inc., San Diego, CA; 2Vertex 
Pharmaceuticals, Inc., Cambridge, MA
WP 195 A High Throughput LC/MS/MS Method using an Eksigent 
Microfluidic Control System for Small Molecule 
Quantitation; Bilin Chou1; Teresa Beaver2; Mark Atlas2;
Young G. Shin1; Patrick J. Rudewicz1; 1Genentech, South San 
Francisco, CA; 2Eksigent, Dublin, CA
WP 196 Rapid Identification and Structrural Characterization for 
Drug Discovery Using a Linear Ion Trap Mass 
Spectrometer with Fast Polarity Switching; Diane Cho1;
Gargi Choudhary1; Laurance Lee1; Jonathan Josephs2;
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1Thermo Electron, San Jose, CA; 2Bristol-Meyers Squibb, 
Hopewell, NJ
WP 197 An Automated High Throughput Approach to in vitro
Metabolic Stability Screening and Simultaneous 
Metabolite Identification Data Acquisition using Capillary 
LC/MS/MS; Robert Cho1; Loren Olson2; Ji Ma1; Shichang 
Miao1; Elliott B. Jones2; 1Amgen, Inc, South San Francisco, 
CA; 2Applied Biosystems, Foster City, CA
WP 198 Development of Cocktail-DDI Bioanalytical Methods: 
Quantification of 4’-Hydroxymephenytoin Across Multiple 
API-MS platforms (API-3000, API-3000(HSID), API-4000, 
API-5000); Walter E. Mitchell1; John S. Janiszewski1; 1Pfizer 
Inc., Groton, CT
QUANTITATIVE ANALYSIS OF DRUGS  
AND METABOLITES III 
WP 199 Determination of N-Acetyl Retigabine in Dog Plasma by 
LC/MS/MS Following Off-Line &mu;Elution 96-well 
Solid-Phase Extraction; Wei Bu1; Mai Nguyen1; Chin-Chung 
Lin1; Li-Tain Yeh1; Virginia Borges1; 1Valeant 
Pharmaceuticals International, Costa Mesa, CA
WP 200 Quantitative Analysis of Isradipine in Human Plasma by 
Liquid Chromatography-Electrospray Ionization Tandem 
Mass Spectrometry; Yun Young Lee1; Ye-Rie Lee1; Beom-
Jin Lee3; Kyung Ryul Lee2; Seungwoo Kang1; Hee Joo Lee1;
1BioCore co. Ltd., Seoul, Korea; 2Seoul Medical Science 
Institute, Seoul, Korea; 3Kangwon National University, 
Chuncheon, Korea
WP 201 Rapid Analysis of Donepezil in Human EDTA K2 Plasma 
by LC/MS/MS using Automated SPE Extraction; Myrian 
Coulombe1; Nadine Boudreau1; Jean Couture1; François 
Vallée1; 1SFBC Anapharm, Ste-Foy, QC, Canada
WP 202 Validation of a LC-MS/MS Method for the Determination 
of Gefarnate and Its Metabolites in Rabbit Whole Blood;
Hidetoshi Mano1; Yoshihide Horibe1; Kouichi Kawazu1;
1Santen Pharmaceutical, Ikoma, Nara, Japan
WP 203 Validation of an HPLC/MS/MS Bioanalytical Method for 
the Quantitative Analysis of Loxapine, Amoxapine, 7-OH-
Loxapine and 8-OH-Loxapine in Human Plasma; Jennifer 
S.D. Zimmer1; Chad D. Christianson1; Shane R. Needham1;
1Alturas Analytics, Inc., Moscow, ID
WP 204 Validation of an HPLC/MS/MS Bioanalytical Method for 
the Quantitative Analysis of Alprazolam, &alpha;-OH-
Alprazolam and 4-OH-Alprazolam in Human Plasma;
Chad D. Christianson1; Jennifer S.D. Zimmer1; Shane R. 
Needham1; 1Alturas Analytics, Inc., Moscow, ID
WP 205 Validation of a Chiral HPLC/MS/MS Bioanalytical 
Method for Quantitative Analysis of the Enantiomers of 
Ketoconazole in Human and Dog Plasma; Jennifer S.D. 
Zimmer1; Chad D. Christianson1; Shane R. Needham1;
1Alturas Analytics, Inc., Moscow, ID
WP 206 Development and Validation of An LC-MS/MS Method for 
the Determination of Atorvastatin in Human Plasma for 
Bioequivalence Study; Zhongping John Lin2; Asiya Wufuer1;
Weihua Ji1; Linyee Shum1; 1Avantix Laboratories Inc., New 
Castle, DE; 2AstraZeneca, DMPK, Wilmington, DE
WP 207 Determination of Simvastatin and Simvastatin acid in 
Human Plasma Using Liquid Chromatography- Tandem 
mass Spectrometry with Ionization Polarity Switch; Jung 
Jin Park1; Sun Neo Lee1; Jong Soo Woo3; Kyung Ryul Lee2;
Seungwoo Kang1; Hee Joo Lee1; 1BioCore Co., Ltd., Seoul, 
Korea; 2Seoul Medical Science Institute, Seoul, Korea; 
3Hanmi Pharm. Co.,Ltd., Seoul, Korea
WP 208 Validation of a Rugged, Sensitive and Selective LC-
MS/MS Method for the Determination of Granisetron in 
Human Plasma; Juan Fan1; Nada Kurt Stojkovic1; Anita 
Towers1; Iffat Balkhi1; Chrysantha Xavier1; Nicola Hughes1;
1Biovail Contract Research, Toronto, Ontario, Canada
WP 209 Method Development and Validation for the 
Determination of Hyoscine Butylbromide (Buscopan) in 
Rat Plasma Using LC/MS/MS; John Yu1; Helen Luo1;
Jeffrey Duggan1; 1Boehringer Ingelheim Pharmaceutical Co., 
Ridgefield, ct
WP 210 Determination of PT-100 in Human Urine by LC/MS/MS;
Bashir A. Mansoori1; Yongdong Zhu1; Vivek Tummala 1;
David Quirico1; Marva LoBlack 1; Lee Anderson1; Benjamin 
Chien1; Margaret J. Uprichard2; John McCartney2; 1Quest 
Pharmaceutical Services, Newark, DE; 2Point Therapeutics, 
Boston, MA
WP 211 Rapid and Sensitive Determination of Fluvastatin in Rat 
Plasma by Liquid Chromatography-Electrospray 
Ionization Tandem Mass Spectrometry; Sang Beom Han1;
Seungwoo Kang2; Kyung Ryul Lee2; Seok Park1; Jeong-Rok 
Youm1; 1Chung-Ang University, Seoul, South Korea; 
2BioCore Co. Ltd, Seoul, South Korea
WP 212 A 96-Well Single-Pot Liquid-Liquid Extraction, 
Hydrophilic Interaction Liquid Chromatography-Mass 
Spectrometry Method for the Determination of 
Muraglitazar in Human Plasma; Jane Liu1; Steve Unger1;
Y-J Xue1; 1Bristol-Myers Squibb, New Brunswick, NJ
WP 213 Determination of Fenofibrate and Metabolites in Acidified 
Human EDTA Plasma by Liquid-Liquid Extraction and 
LC-MS/MS; Wei Sun1; Lee Winchester1; Curtis Sheldon1;
Alan Dzerk1; Chad Briscoe1; 1MDS Pharma Services, Lincoln, 
NE
WP 214 Development of a Highly Sensitive and Selective 
Quantitative LC-MS/MS Method that Differentiates 
Pravastatin from Its Major Isomeric Metabolites; Ernest 
Y.K. Wong1; Dezhong Liu1; Anita Towers1; Iffat Balkhi1;
Chrysantha Xavier1; Nicola Hughes1; 1Biovail Contract 
Research, Toronto, Ontario, Canada
WP 215 Rapid and Highly Sensitive LC-ESI/MS/MS Method for 
the Quantitation of Buspirone in Human Plasma: 
Application to a Pharmacokinetic Study; Sung-Hee Cho1;
Ji-Hyung Seo1; Sung-Su Kim1; Yong-Won Kim1; Kyung-Tae 
Lee1; 1College of Pharmacy, Kyung Hee University, Seoul, 
South Korea
WP 216 High Throughput and Robust LC/MS/MS Method for 
Quantitation of Proprietary AT-562890 in Human Plasma 
and Urine; Hairui Liang1; Justin Toombs1; Muna Shrestha1;
Tauch Socheata1; Mark Netsch1; 1Charles River Laboratories, 
Worcester, MA
WP 217 Quantitation of Naltrexone in Human Plasma at the Low 
pg/mL Level by LC-MS/MS; Jing Ke1; Xin Li1; Allan Xu1;
1SFBC Analytical Laboratories, Inc., North Wales, PA
WP 218 Simultaneous Determination of Levodopa and Carbidopa 
in Human Plasma Using a 2D LC-LC/MS-MS Method;
Nancy Zheng1; Zong-Ping Zhang1; 1PPD, Madison, Wisconsin
WP 219 Quantitative Analysis of Memantine in Human Plasma by 
LC/ /MS /MS; Nancy Zheng1; Daniel Dreyer1; Zong-Ping 
Zhang1; 1PPD, Madison, Wisconsin
PHARMACO KINETICS:  METHODS AND APPLICATIONS 
WP 220 Sensitive Liquid Chromatography-Tandem Mass 
Spectrometry Method for the Determination of CRx-119, a 
Novel Syncretic Drug Candidate, in EDTA Human 
Plasma; Mahesh V Padval1; Camille P Granvil1; Jennifer 
Chen1; Peter J Elliott1; 1CombinatoRx Inc, Boston, MA
WP 221 An LC/MS/MS Assay for Docetaxel in Mouse and Dog 
Plasma and Mouse Tissues Containing Liposomal 
Docetaxel: Application to Pharmacokinetics Studies;
Xuejun Zang1; Sumsullah Khan1; Ateeq Ahmad1; Paul Chen1;
Jenny Ayoub1; Yousheng Hua1; Imran Ahmad1; 1NeoPharm 
Inc., Waukegan, IL
WP 222 Rapid Determination of Azasetron in Rat Plasma for 
Pharmacokinetic Studies; Chang Hun Park1; Seungwoo 
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Kang1; Hae Jong Jang1; Sang Beom Han3; Kyung Ryul Lee2;
Hee Joo Lee1; 1Biocore, Seoul, South Korea; 2Seoul Medical 
Science Institute, Seoul, South Korea; 3Chung-Ang University, 
Seoul, South Korea
WP 223 Evaluation of Accelerator Mass Spectrometry and Triple 
Quadrupole Mass Spectrometry for use in Microdosing 
Studies; Jimmy Flarakos1; Rosa G. Liberman1; Paul L. 
Skipper1; Steven R. Tannenbaum1; Themis Flarakos2; Ari 
Gritsas2; Jean Pierre Moreau2; Mark L. J. Reimer2;
1Massachusetts Institute of Technology, Cambridge, MA; 
2MDS Pharma Services, Montreal, Canada
WP 224 Studying MEK Compound Partitioning into Red Blood 
Cells; Wendy W.Y. Zhang1; 1Serono, Rockland, MA
WP 225 Quantitative Determination of CRx-026, a Novel Syncretic 
Anti-cancer Drug Candidate, in EDTA Human Plasma by 
Liquid Chromatography-Tandem Mass Spectrometry;
Camille P Granvil1; Jennifer Chen1; Mahesh V Padval1; Peter 
J Elliott1; 1CombinatoRx Inc, Boston, MA
WP 226 Pharmacokinetic Interactions betwen Equol and Genistein 
in Balb/c Mice; Yu-Ping Wang1; Huaxin Song2; Nathan C. 
Twaddle1; William G. Helferich2; Daniel R. Doerge1;
1National Center for Toxicological Research, Jefferson, AR; 
2University Of Illinois, Urbana-Champaign, IL
WP 227 Simple Liquid Chromatography Mass Spectrometric 
Method for Quantitation of Ondansetron with Granisetron 
as Internal Standard for Beagle Dog Plasma; Roger A. 
Rajewski1; Michelle P. McIntosh1; Karl S. Schorno1;
1University of Kansas, Lawrence, KS
WP 228 Practical Solution for Matrix Effect from Dosing 
Excipients in Pharmacokinetic Analysis using Off-line and 
On-line Sample Dilution Method; Fangbiao Li1; Zhang Cai1;
Hamza Kandoussi1; Ray Bakhtiar1; Rasmy Talaat1; 1Wyeth 
Pharmaceuticals, Collegeville, PA
WP 229 Bioanalysis of Deferitrin and Its Polyether Analog, a 
Novel, Orally Active Iron Chelator by Liquid 
Chromatography-Tandem Mass Spectrometry; Sujin Ahn1;
Sirimas Sudsakorn1; Cara Conway1; Mark Bree2; Kerry 
Culm3; Jeffrey Skell1; Thomas O'shea1; Hanlan Liu1; 1DMPK
& Pharmaceutics, Genzyme, Cambridge, MA; 2Pharmacology 
& Preclinical Developement, Genzyme, Waltham, MA; 
3Pharmacology & Preclinical Development, Genzyme, 
Framingham, MA
WP 230 Determining Metabolic Kinetic Trends Using LC/MS/MS 
and PCA Analysis; Sasaki Tania1; Ji Ma2; Robert Cho2;
Elliott Jones1; 1Appliedbiosystems, Foster City, CA; 2Amgen, 
South San Francisco, CA
WP 231 Characterization of Antibody-Drug Conjugate Ratios for 
in vivo Sample Analysis Using Affinity Purification 
Followed by MALDI-TOF Mass Spectrometry; Qing Zhu1;
Edward Takach1; Mei Zhu1; Frank Hsieh1; 1Millennium 
Pharmaceuticals, Inc, Cambridge, MA
WP 232 High Throughput Protein Binding by Rapid Equilibrium 
Dialysis; Kevin L. Cook1; Dennis M. Kalamaridis1; Jose 
Silva1; Jie Chen1; Carlo Sensenhauser1; Vangala 
Subrahmanyam1; H. K. Lim1; 1Johnson & Johnson PRD, LLC, 
Raritan, NJ
WP 233 Mass Spectrometry, A Tool to Reveal the Mechanisms of 
Cytochrome b5 on Different Cytochrome P450 Isoforms;
Qiuxia (Elva) Gao1; Scott Shaffer1; Catalin Doneanu1; Arthur 
Roberts1; Elinor Adman1; David Goodlett1; Sidney Nelson1;
1University of Washington, Seattle, WA
WP 234 An LC/MS/MS Quantitation Method for Nevirapine 
(NVP) and Its Two Oxidative Metabolites 4-CANVP and 
2-OHNVP and Its Pharmacokinetics in Baboons; Zhongfa 
Liu1; Patty Havard1; Zhiliang Xie1; Kenneth K. Chan1; 1the 
college of Pharmacy, the Ohio State University, Columbus, 
OH
WP 235 HPLC/ESI/MS Method for Quantitative Analysis of a 
Novel Neuroprotective in Plasma from Various Species 
Used for Allometric Scaling; Andrea A. Romeo1; Danielle 
Boulais1; Kim Hewitt1; Peter Winocour1; Alain Boudreault1;
1Aegera Therapeutics Inc., Nun's Island, Quebec
WP 236 Mechanism-based CYP450 inactivation and Glutathione-
Adduct Trapping as a Strategy for Identifying Potential 
Reactive Intermediates; Carlo Sensenhauser1; Jie Chen1;
Kevin L. Cook1; Vangala Subrahmanyam1; H.K. Lim1; 1J&J 
Pharmaceutical Research & Development, Raritan, NJ
WP 237 An Example of the Utility of Generic Mixed Mode SPE as 
a Means of Overcoming Ion Suppression in Drug 
Discovery; Stuart A Best1; 1Organon Laboratories Ltd, 
Newhouse, Motherwell, Scotland, UK
WP 238 LC/H-ESI MS/MS and Higher Mass Resolution for 
Quantitative Assay and Pharmacokinetic Study Using 
Automated Blood Sampling Systems; Yongxin Zhu1;
Candice Kissinger1; Peter Kissinger1; Dipankar Ghosh2;
Rohan Thakur2; 1Bioanalytical Systems, Inc, West Lafayette, 
IN; 2Thermo Electron Corporation, San Jose, CA
WP 239 Simultaneous Determination of ABT-510 and ABT-388 in 
Rabbit Plasma using LC MS/MS; Katty X Wan1; Daniel J. 
Daszkowski1; Matthew J. Rieser1; 1Abbott, Abbott Park, IL
WP 240 Ultra-Sensitive Quantification of Corticosteroids using 
Selective Solid Phase Extraction and Reversed-Phase 
Capillary High Performance Liquid Chromatography 
Tandem Mass Spectrometry; Jun Qu1; Robert Straubinger1;
Yang Qu1; 1SUNY-Buffalo, Amherst, NY
WP 241 Automated Method Development to Minimize Sample 
Carry-over for on-line SPE-LC/MS/MS Quantitation of 
Compound A and B in Human Plasma; Dong Wei1; Martin 
Sibum2; Qin Yue1; Christopher TenHoor1; Liyu Yang1;
1Biogen Idec, Inc, Cambridge, MA; 2Spark Holland BV, AJ 
Emmen, The Netherlands
MALDI SAMPLE PREPARATION I 
WP 242 Applications of a SAM-IMAC Biochip for the Purification 
and Concentration of Bioengineered or Phosphorylated 
Proteins with Detection by MALDI-MS; Christopher M. 
Belisle1; Irene Y. Chen1; Julie K. Mirshad1; Udo Roth2;
Kerstin Steinert2; John A. Walker, II1; 1Qiagen Sciences, 
Fremont, CA; 2Qiagen GmbH, Hilden, Germany
WP 243 Effects of Nanoporous Silica Thin Film Parameters on 
LDI-MS Performance; Srinivas Iyer1; Raea Hicks1; Steven 
Madrid1; Andrew Dattelbaum1; 1Los Alamos National 
Laboratory, Los Alamos, NM
WP 244 Functionalized Monolithic Surfaces for Single Droplet 
Sample Handling; Mohammed Kajjout1; Xiayang Wang1;
Christian Rolando1; Séverine Le Gac1; 1Universite des 
Sciences et Technologies de Lille, Villeneuve d'Ascq, France
WP 245 The Use of Reactive Surfaces for On-Chip Immobilization 
of Biomolecules and Subsequent Purification / 
Concentration of Analytes for MALDI-MS; Julie K 
Mirshad1; Christopher M Belisle1; Irene Y Chen1; Udo Roth2;
Kerstin Steinert2; John A Walker II1; 1Qiagen Sciences, 
Fremont, CA; 2Qiagen GmbH, Hilden, DE
WP 246 Optimization of the Electrospray Deposition Technique to 
Produce Better Quantitative MALDI Samples; Kevin G. 
Owens1; William J. Erb1; Rocco Delconte1; 1Drexel 
University, Philadelphia, PA
WP 247 Investigating the Analyte Distribution in MALDI Matrices 
using MALDI Imaging; Hui Qiao1; Gamini Piyadasa1; Oleg 
V. Krokhin1; Vic Spicer1; Kenneth G Standing1; Werner Ens1;
1University of Manitoba, Winnipeg, Canada
WP 248 Enhanced MALDI Ionization Efficiency at the Metal-
Matrix Interface: Practical and Mechanistic Consequences 
of Sample Thickness and Preparation Method; Gregor 
McCombie1; Richard Knochenmuss2; 1Swiss Federal Institute 
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of Technology (ETH), Zürich, Switzerland; 2Novartis Institutes 
for Biomedical Research, Basel, Switzerland
WP 249 MALDI on Silicon; Jae-Kuk Kim1; Kermit K. Murray1;
1Louisiana State University, Baton Rouge, LA
WP 250 Matrix-free Laser Desorption Ionization Mass 
Spectrometry using Porous Alumina Thin Film Structures;
Ranu Nayak1; Daniel R Knapp1; 1Medical University of South 
Carolina, Charleston, SC
WP 251 MALDI-TOFMS High-density Polymer Micro Array for 
Direct Protein Analysis from Complex Biological Samples;
Alexander Muck1; Alfredo Ibanez1; Ales Svatos1; 1Max 
Planck Institute for Chemical Ecology, Jena, Germany
WP 252 Improving Monoclonal Antibody and scFv Protein 
Characterization by Obtaining Complementary MALDI-
TOF-MS Spectra from a Single Tryptic Digest; Adam W. 
Lucka1; Rekha Patel1; Bruce A. Andrien1; 1Alexion 
Pharmaceuticals, Cheshire, CT
WP 253 An Statistical Analysis of Factors Related to ion 
Suppression in MALDI-TOF mass spectrometry; Dongmei 
Yang1; Michael S. Wisz1; Kevin Ramkissoon1; Morgan C. 
Giddings1; 1University of Noth Carolina at Chapel Hill, 
Chapel Hill, NC
WP 254 Advances in MALDI of Small Molecules using Surfactants 
as Matrix Co-Additives; David C. Grant1; Robert J. Helleur1;
1Memorial University of Newfoundland, St. John's, Canada
WP 255 Sublayer Assisted MALDI (SA-MALDI): Practical 
Applications and Fundamental Studies; Zaneer M. Segu1;
Gary R. Kinsel1; 1Southern Illinois University, Carbondale, Il
WP 256 Investigation of the First Shot Phenomenon in MALDI 
Mass Spectrometry of Protein Complexes; Arno 
Wortmann1; Tatiana Pimenova1; Renato Zenobi1; 1ETH
Zurich, Zurich, Switzerland
WP 257 Electrochemically Cleavable Linker Enables High 
Performance Immunoaffinity Mass Spectrometry by 
MALDI-TOF-MS; Mark L. Stolowitz1; Paul Lampe2;
Heather A. Brauer2; 1Stratos Biosystems, Seattle, WA; 2Fred 
Hutchinson Cancer Research Center, Seattle, WA
WP 258 Sensitive and Reproducible Detection of Peptides by 
Maldi-TOF MS using Self-Assembled Monolayer (SAM)-
Based Chips – Specifications and Applications; Udo Roth1;
Holger Roehl1; Jutta Pickartz2; Kerstin Steinert1; 1Qiagen 
GmbH, Hilden, Germany; 2Bayer AG, Leverkusen, Germany
WP 259 Combining Guanidination with Detergent Micelle 
Treatment Improves Peptide Mapping by MALDI-
TOFMS; David Evason1; Vic Parr1; 1SAI, Manchester, UK
WP 260 Predicting matrix conditions for drug analysis in tissue by 
MALDI MS/MS; Sara L. Frappier1; Sheerin K. Shahidi1;
Richard M. Caprioli1; 1Vanderbilt University, Nashville, TN
INSTRUMENTATION:  NEW CONCEPTS I 
WP 261 Aerodynamic Focusing of Heavy Ions and Nanoparticles;
Xiaoliang Wang1; Peter H. McMurry1; 1Mechanical 
Engineering, University of Minnesota, Minneapolis, MN
WP 262 Mass Spectrometry into the Gigadalton Range; Kenneth C. 
Wright1; Peter T. A. Reilly1; William B. Whitten1; 1Oak Ridge 
National Laboratory, Oak Ridge, TN
WP 263 Micro-Cylindrical Ion Trap Mass Spectrometers; Ashish 
Chaudhary1; Friso H.W. van Amerom1; Robert T. Short1;
1University of South Florida, St. Petersburg, Florida
WP 264 Studies on Yttria Cated Filaments for Mass 
Spectrometers; John J. Manura1; 1Scientific Instrument 
Services, Ringoes, NJ
WP 265 Ultra-High Field Strength Nanoelectrospray via Multiple 
Embedded Chip-based Electrodes; Jie Li1; Christopher G. 
Alpha1; Barry L. Smith1; Thomas N. Corso1; 1Advion 
BioSystems, Inc., Ithaca, NY
WP 266 Micro Ion-Optical Systems Technology [MIST] for 
Atmospheric Pressure Sources; David P. Fries1; Ross C. 
Willoughby2; Edward W. Sheehan2; George Steimle1; Stan 
Ivanov1; 1University of South Florida, St. Petersburg, FL; 
2Chem-Space Asociates, Pittsburgh, PA
WP 267 Computer Simulation of a New, AC three rods (tripole), 
Ion Optic with High Focusing and Mass Filtering 
Capabilities; Gary Abdiel Salazar1; Tsutomu Masujima1;
1Hiroshima University, Hiroshima, Japan
WP 268 Array Ion Detection: Application and Performance of a 
Second-Generation Focal-Plane Array Camera for MS;
Charles J. Barinaga1; David W. Koppenaal1; Roger P. 
Sperline2; M. Bonner Denton2; Gregory D. Schilling3;
Francisco J. Andrade3; Gary M. Hieftje3; 1Pacific Northwest 
National Laboratory, Richland, WA; 2University of Arizona, 
Tucson, AZ; 3Indiana University, Bloomington, IN
WP 269 Ultra-Compact Orthogonal Acceleration Time-Of-Flight 
Mass Spectrometer Equipped with Novel Photo Ionisation 
Source; Fabian Mühlberger1; Marc Gonin2; Katrin Fuhrer2;
Thorsten Streibel3; Ralf Zimmermann1; 1GSF Research 
Centre, Oberschleissheim, Germany; 2TOFWERK, Thun, 
Switzerland; 3University of Augsburg - Analytical Chemistry, 
Augburg, Germany
WP 270 Integration of a Novel Atmospheric Pressure Interface 
with AP MALDI FTICR Mass Spectrometer; Si Wu1; Kai 
Zhang1; Nathan K. Kaiser1; Gunnar Skulason1; Li Zhou2;
Milton L. Lee2; James E. Bruce1; 1Washington State 
University, Pullman, WA; 2Brigham Young University, Provo, 
UT
WP 271 Combined Atmospheric and Low Pressure Focusing of 
Ions; Kai Zhang1; Si Wu1; Nathan K. Kaiser1; Gunnar 
Skulason1; David C. Prior2; Gordon A. Anderson2; James E. 
Bruce1; 1Depart. of Chemistry, Washington State University, 
Pullman, WA; 2Environmental Molecular Sciences 
Laboratory, PNNL, Richland, WA
WP 272 Wthdrawn
WP 273 Chemical Characterization of Individual Nanoparticles 
and Molecules Detected with a New MS System; Shenyi 
Wang1; Murray Johnston1; 1Chem & Biochem Dept, The 
University of Delaware, Newark, DE
WP 274 Evaluation of a Carbon Nanotube-Based Ionization 
Source; Charles Parker1; Srividya Natarajan1; Scott Wolter1;
Jeffrey Glass1; Christopher Bower2; Kristin Gilchrist2; Brian 
Stoner2; 1Duke University, Durham, NC; 2Research Triangle 
Institute, International, Research Triangle Park, NC
WP 275 Ion Motion Control Experiments and Simulations in the 
Orbitrap Mass Analyzer; Qizhi Hu1; Richard H. Perry1;
Guangxiang Wu1; Wolfgang R. Plass2; Robert J. Noll1; R. 
Graham Cooks1; 1Purdue University, West Lafayette, IN; 
2Justus-Liebig Universitaet, Giessen, Germany
WP 276 Modeling of a Laminar Flow Interface with Multiple 
Bends for LC/MS/MS; Serguei Savtchenko1; Gholamreza 
Javahery1; Chuck Jolliffe1; 1IONICS Mass Spectrometry 
Group, Concord, ON
WP 277 An Ion-Imaging ESI Hadamard Time-of-Flight (HT-TOF) 
Mass Spectrometer for Studies on Modulation of Charged 
Particle Beams and Other Fundamental processes; Ignacio 
A. Zuleta1; Oh-Kyu Yoon1; Matt D. Robbins1; Griffin K. 
Barbula1; Richard N. Zare1; 1Stanford University, Stanford, 
CA
WP 278 Development of a High-Pressure Electrodynamic Ion 
Funnel-Mass Spectrometer Interface; Yehia M. Ibrahim1;
Keqi Tang1; Aleksey V. Tolmachev1; Alexandre A. 
Shvartsburg1; Richard D. Smith1; 1Pacific Northwest National 
Laboratory, Richland, WA
WP 279 Performance Assessment of the New Radiocarbon 
Accelerator Mass Spectrometry (AMS) Facility in Seattle;
Ugo Zoppi1; Ali Arjomand1; James Crye1; 1Accium 
Biosciences, Seattle, WA
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WP 280 A Qit-q-Tof Mass Spectrometer for Multi-Dimensional 
MS/MS in High Throughput Proteomics; Houle Wang1;
David S. Kennedy1; Yixin Zhu1; Kerry D. Nugent1; Gregory 
K. Taylor2; David R. Goodlett2; 1Michrom BioResources, Inc., 
Auburn, CA; 2University of Washington, Seattle, WA
WP 281 Orthogonal Extraction Ion Mobility Spectrometry; Victor 
V. Laiko1; 1MassTech, Inc., Columbia, MD
INSTRUMENTATION:  MASS ANALYZERS  
(QUADRAPOLES AND TRAPS) 
WP 291 Optimization of Parameters for Performing Electron 
Transfer Dissociation on 2D Linear Ion Traps; Jae C. 
Schwartz1; Zhiqi Hao1; Andreas Huhmer1; John E.P. Syka1;
Joshua J. Coon2; 1Thermo Electron Corporation, San Jose, 
CA; 2University of Wisconsin, Madison, WI
WP 292 Improving Signal-to-Noise Ratios and Identifying Sources 
of Noise in Quadrupole MS Systems; Kevin J. Kuchta1; Jian 
Wei1; 1Extrel CMS, Pittsburgh, PA
WP 293 Multiplexed Rectilinear Ion Trap Mass Spectrometer for 
High-Throughput Analysis; Amy M. Tabert1; Michael P. 
Goodwin1; Jason S. Duncan1; Charles D. Fico1; R. Graham 
Cooks1; 1Purdue University, West Lafayette, IN
WP 294 Extending MS3 Capabilites on a Quadrupole Hybrid 
Linear Ion Trap; Mircea Michael Guna1; Bruce Collings1;
J.C. Yves Le Blanc1; 1Applied Biosystems|MDS Sciex, 
Concord, Canada
WP 295 Polymer Ion Trap — Fabrication, Simulation and 
Analysis; Meng Yu1; Miriam Fico1; R. Graham Cooks1;
William Chappell1; 1Purdue University, West Lafayette, IN
WP 296 A Simple Method to Overcome the Poor Low-Mass Ion 
Trapping in Enhanced Product Ion Experiment on 4000 
Qtrap; Austin C. Li1; Yinghe Li1; Tim Mai1; Xiangyu Jiang1;
1Covance Laboratories, Inc., Madison, WI
WP 297 Real Time Measurement of Isobaric Volatile Organic 
Compounds Using Proton Transfer Reaction - Linear Ion 
Trap (PTR-LIT) Mass Spectrometry; Levi H. Mielke1;
David E. Erickson1; Scott A. McLuckey1; Paul B. Shepson1;
1Department of Chemistry, Purdue University, West Lafayette, 
IN
WP 298 High Scan Speed and Mass Resolution with Axial Ejection 
of Ions from Linear Quadrupole Ion Traps with Added 
Octopole Fields; Annie Moradian1; Donald J. Douglas1;
1University of British Columbia, Vancouver, BC
WP 299 Free Jet Sampling and Ion Extraction in LC/MS/MS: 
Modeling and Experimentation; Ilia Tomski1; Graeme 
Mitchell2; Serguei Savtchenko1; 1IONICS Mass Spectrometry 
Group, Concord, Canada; 2IONICS MSV, Almere, 
Netherlands
WP 300 Practical Quadrupole Theory: Miniaturization of Rod 
Diameter, Length, and RF Frequency; Randall E Pedder1;
Theodore Novak1; Kenneth A Pedder2; 1Ardara Technologies 
L.P., Ardara, PA; 2Eastern Westmoreland Career & 
Technology Center, Latrobe, PA
WP 301 A Comparison of Charge Capacity Between Two Different 
Geometries of Three-Dimensional Ion Traps; John (Ed) 
George1; August Specht1; Greg Wells1; 1Varian, Inc., Walnut 
Creek, CA
WP 302 Design and Validation of a Collision Cell for High Speed 
Triple Quad and QqTOF Instrumentation; Bill Russ1;
Harvey Loucks1; Bob Crawford1; John Fjeldsted1; 1Agilent 
Technologies, Santa Clara, CA
WP 303 Novel Ion Trap Focusing Techniques for Use with Distance 
of Flight (DOF) Time of flight (TOF) Mass Spectrometry 
(MS); Gareth S. Dobson1; Christie G. Enke1; 1University of 
New Mexico, Albuquerque, NM
WP 304 A Research-Grade ESI-Linear Ion Trap Mass 
Spectrometer for Ion-Ion Reactions using Commercial 
Components; Matthew W. Soyk1; Qin Zhao1; Gregg M. 
Scheiffer1; Ethan R. Badman1; 1Iowa State University, Ames, 
IA
WP 305 Realistic Supercomputer Modeling of Ion Cloud Dynamics 
in RF Accumulation Quadrupoles; Konstantin S. Chingin1;
Alexander V. Pozdneev2; Alexander M. Popov2; Ron M.A. 
Heeren3; Eugene N. Nikolaev1; 1The Institute for Energy 
Problems of Chem. Physics, Moscow, Russia; 2Moscow State 
University, Moscow, Russia; 3FOM Institute of Atomic and 
Molecular Physics, Amsterdam, Netherlands
WP 306 Mass Analysis with Linear Quadrupole with Added 
Multipoles Using Stability Islands: Simulations, Theory, 
and Experiments; XianZhen Zhao1; Zilan Xiao1; Annie 
Moradian1; D. J. Douglas1; Nikolai Konenkov1; 1University of 
British Columbia, Vancouver, BC, Canada
WP 307 Dynamic Collision Induced Dissociation of Metal Oxide 
Ions in a Quadrupole Ion Trap; Sofie P. Pasilis1; Lei Li2;
Glen P. Jackson3; Douglas C. Duckworth1; Douglas E. 
Goeringer1; 1Oak Ridge National Laboratory, Oak Ridge, TN; 
2GE Advanced Materials, Mt. Vernon, IN; 3Ohio University, 
Athens, OH
WP 308 Systematic Evaluation of Automatic Gain Control Settings 
for Shotgun Proteomics: A Case Where Less is More;
Gennifer E. Merrihew1; Greg Finney1; Michael J. MacCoss1;
1University of Washington, Seattle, WA
WP 309 Linear Quadrupole Mass Filters with Added Hexapole 
Fields; Don Douglas1; Xianzhen Zhao1; Nikolai Konenkov2;
Frank Londry3; 1University of British Columbia, Vancouver, 
Canada; 2University of Ryazan, Ryazan, Russia; 3Pangalactic 
Scientific, Omenee, Canada
WP 310 A Low Temperature Quadrupole Ion Trap for IRMPD 
and Laser Spectroscopy Experiments; Philip M Remes1;
Gary L Glish1; Alessandra L Ferzoco1; 1University of North 
Carolina-Chapel Hill, Chapel Hill, NC
WP 311 CID in Quadrupole Ion Traps using Resonance Excitation 
of Higher-Order Secular Frequencies; Glen P Jackson1;
Unige A. Laskay1; Bradley J. Nichol1; Jennifer J. Hyland1;
1Ohio University, Athens, OH
WP 312 Electron Capture Dissociation of Peptide Ions in a Digital 
Ion Trap; Francesco L Brancia1; Li Ding1; 1Shimadzu 
Research Laboratory, Manchester, UK
WP 313 A New Implementation of Non-Destructive Differential 
Mode Electric Ion Resonance Mass Spectrometry for High 
Precision Wideband Fourier Transform Analysis; Michel 
Aliman1; Albrecht Glasmachers1; Sevki Gencol2; Darko 
Rozic3; 1University of Wuppertal, Wuppertal, Germany; 
2Scienlab Electronic systems GmbH, Bochum, Germany; 
3Robert Bosch GmbH, Reutlingen, Germany
WP 314 Performance Evaluation of a Quadrupole Mass Filter 
Made of Four Quartz Tubes; Chang Joon Park1; Chang-min 
Kim2; 1Korea Research Institute of Standards and Science, 
Daejeon, South Korea; 2Younglin Instrument, Anyang, South 
Korea
WP 315 On-line MALDI of High Mass Biomolecules with an Ion 
Trap Mass Spectrometer; William A. Harris1; Peter T.A. 
Reilly1; William B. Whitten1; 1Oak Ridge National 
Laboratory, Oak Ridge, TN
IMAGING MS 
WP 316 Sequence Identification of a Native Neuropeptide Directly 
from MS and MSMS Based Mass Spectrometric Imaging 
Experiments; Andrew James1; Matthew Willetts2; Bill Loyd3;
Patrick Pribil1; 1Applied Biosystems/MDS Sciex, Concord, On, 
Canada; 2Applied Biosystems, Framingham, MA; 3MDS Sciex, 
Concord, On, Canada
WP 317 Spatial Profiling of Peptides in Rat Brain using 
MALDI/FT-ICR Mass Spectrometry; Ioana M. Taban1; Jens 
Fuchser2; Yuri van der Burgt1; Maarten A.F. Altelaar1; Liam 
A. McDonnell1; Ron M.A. Heeren1; Goekhan Baykut2; 1FOM 
88S 54th ASMS Conference on Mass Spectrometry 
Institute AMOLF, Amsterdam, The Netherlands; 2Bruker 
Daltonik, Bremen, Germany
WP 318 Practical Considerations when Choosing Matrix Solutions 
for MALDI-MS/MS Small Molecule Imaging; Hema 
Challa1; Charles R. Bredl1; Katrina J. Rogers1; Douglas S. 
Mautz1; 1MDS Pharma Services, Bothell, WA
WP 319 Validation of Organ Specific Protein Markers for Whole-
Body MALDI Imaging; Sheerin K. Shahidi1; Kristin E. 
Burnum1; Richard M. Caprioli1; 1Vanderbilt University, 
Nashville, TN
WP 320 Automated Matrix Deposition for MALDI MSI; Markus 
Stoeckli1; Dieter Staab1; Stefan Capretta1; 1Novartis Institutes 
for BioMedical Research, Basel, Switzerland
WP 321 Assessment of Bacterial Infection by MALDI Imaging 
Mass Spectrometry; Michelle L. Reyzer1; Erin H. Seeley1;
Lisa Zimmerman1; Eric P. Skaar1; Richard M. Caprioli1;
1Vanderbilt University, Nashville, TN
WP 322 The KLT in Imaging Mass Spectrometry and a Technique 
to Evaluate Image Quality; Alexis J Polley1; Victor C Parr1;
1Scientific Analysis Instruments, Manchester, UK
WP 323 Development of Mass Microscope with QIT-TOF; Takahiro 
Harada1; Hideaki Izumi1; Sadao Takeuchi1; Kiyoshi Ogawa1;
Yoshikazu Yoshida1; Shuichi Shimma2; Mitsutoshi Setou2;
Yuki Sugiura3; Machiko Sugiyama4; Yutaka Hoshikawa4;
1Shimadzu Corporation, Kyoto, Japan; 2The Graduate 
University for Advanced Studies, Okazaki, Japan; 3Tokyo 
Institute of Technology, Yokohama, Japan; 4Japanese 
Foundation for Cancer Research, Tokyo, Japan
WP 324 MALDI-MS Imaging of Biomolecules in Intact Embryos of 
Drosophila Melanogaster; Teresita M. Cruz Sanchez1;
George Agnes1; 1Simon Fraser University, Burnaby, BC, 
Canada
WP 325 Imaging MS Analysis of the Effects of Subthalamic 
Lesions on Protein Expression in the Substantia Nigra;
Malin Andersson1; Dale S. Cornett1; Ariel Y. Deutch2;
Richard M. Caprioli1; 1Biochemistry, MSRC, Vanderbilt 
University, Nashville, TN; 2Psychiatry, Pharmacology, 
Vanderbilt University, Nashville, TN
WP 326 Molecular Depth Profiles of liposomes in a Sugar Matrix;
Juan Cheng1; Caiyan Lu1; Shawn Parry1; Nicholas Winograd1;
1Pennsylvania State University, University Park, Pennsylvania
WP 327 Recent Instrumental Development in Imaging Mass 
Spectrometry with 50 Nanometer Lateral Resolution: the 
NanoSIMS 50L; Francois Horreard1; Francois Hillion1;
1Cameca, Courbevoie, France
WP 328 MALDI Imaging of Small Molecular Entity in Brain 
Tissue using Quadruple Time-of-Flight Mass 
Spectrometer; Jun Shen1; Xue Ge1; Marek Piechowiak1;
Mitra Mahmoudi1; Babu Subramanyam1; Jih-Lie Tseng1;
1Berlex Biosciences, Richmond, CA
WP 329 Toward 3D Mapping of Mouse Brain Proteome by 
Combining High Throughput Quantitative Proteomics 
with Voxelation Approach; Vladislav A Petyuk1; Wei-Jun 
Qian1; Mark H Chin2; Haixing Wang1; Eric A Livesay1;
Mathew E Monroe1; Joshua A Adkins1; Navdeep Jaitly1;
David J Anderson1; David G Camp II1; Desmond J Smith2;
Richard D Smith1; 1Pacific Northwest National Laboratory, 
Richland, WA; 2University of California at Los Angeles, Los 
Angeles, CA
WP 330 Examining the Distribution of the Bioreductive Drug 
AQ4N and its Metabolites in Treated Tumours by Imaging 
MALDI-MS; Sally J. Atkinson1; Malcolm R. Clench1;
Laurence H. Patterson2; Paul M. Loadman2; 1Sheffield Hallam 
University, Sheffield, UK; 2Institute of Cancer Therapeutics, 
Bradford, UK
WP 331 Lipid Profiling in Aplysia californica using Intermediate-
Pressure MALDI with a Linear Ion Trap; Michael P. 
Napolitano1; Timothy J. Garrett1; Leonid L. Moroz2; Richard 
A. Yost1; 1University of Florida, Gainesville, FL; 2The 
Whitney Laboratory for Marine Bioscience, St. Augustine, FL
WP 332 MALDI-Based Imaging Mass Spectrometry Applied to 
Rat Nerve Tissue using the ABI 4800 MALDI TOF/TOF 
Analyzer; Raf Van de Plas1; Bart De Moor1; Etienne 
Waelkens2; 1K.U.Leuven ESAT-SCD, Leuven, Belgium; 
2K.U.Leuven Dept. of Molecular Cell Biology, Leuven, 
Belgium; 3K.U.Leuven ProMeta, Leuven, Belgium
WP 333 Surface Modification of an RF Polymer with Aptamers for 
MALDI Sample Preparation; Hong Yu1; James Chaoyong 
Yang1; Weihong Tan1; Richard A. Yost1; 1University of 
Florida, Gainesville, FL
WP 334 MALDI-MS and SIMS Imaging of Human Fabry Disease 
Biomarkers; David Touboul1; Sandrine Roy2; Dominique P. 
Germain3; Pierre Chaminade2; Alain Brunelle1; Olivier 
Laprévote1; 1Laboratoire de Spectrométrie de Mase ICSN 
CNRS, Gif sur Yvette, FRANCE; 2E3343 Faculte de 
Pharmacie Paris XI, Chatenay-Malabry, France; 3Service de 
Génétique Clinique HEGP AP-HP, Paris, France
WP 335 Computer-Controlled Multi-Channel Inkjet Printing of 
MALDI Matrices for Imaging Mass Spectrometry; Dodge 
L Baluya1; Timothy J Garrett1; Richard A Yost1; 1University 
of Florida, Gainesville, FL
WP 336 Applications of Conductive Film as a Sample Support 
Material for Direct Tissue Mass Spectrometry; Shuichi 
Shimma1; Masaru Furuta2; Yuki Sugiura3; Yoshikazu 
Yoshida2; Mitsutoshi Setou4; 1The Graduate University for 
Advanced Studies, Okazaki, Aichi, Japan; 2Shimadzu 
Corporation, Kyoto, Kyoto, Japan; 3Tokyo institute of 
technology, Yokohama, Kanagawa, Japan; 4National Institute 
for Physiological Sciences, Okazaki, Aichi, Japan
WP 337 Optimization of the Performance of Automated Matrix 
Spraying for MALDI Tissue Imaging; Gordon J. Nye1;
Jeremy L. Norris2; 1LEAP Technologies, Carrboro, NC; 
2Protein Discovery, Inc., Knoxville, TN
SURFACE ANALYSIS 
WP 338 Comparison of Molecular Weight Measurements from 
MALDI-TOF MS and AFM; Zhenning Hong1; Catherine E. 
Costello1; 1Boston University, Boston, MA
WP 339 Use of Room-Temperature Ionic Liquids (RTILs) for 
TOF-SIMS Analysis of Biomolecules; Christine L. Gatlin-
Bunai1; Peter R. Harris1; Christine D. Hopkins1; Christopher 
Brittin1; Eugene R. Tracy1; William E. Cooke1; 1College of 
William and Mary, Williamsburg, VA
WP 340 Lipid Cartography Of Atherosclerotic Plaque. Use Of 
Cluster TOF-SIMS Mass Spectrometry As A Molecular 
Imaging Tool In Vascular Pathology; Sebastián Mas1;
David Touboul2; Alain Brunelle2; Paloma Aragoncillo3; Jesús 
Egido1; Olivier Laprévote2; Fernando Vivanco1; 1Fundación 
Jiménez Díaz, Madrid, Spain; 2Institut de Chimie des 
Substances Naturelles, Gif-sur-Yvette, France; 3Hospital 
Clínico San Carlos, Madrid, Spain
WP 341 Direct MALDI Analysis of Latex Glove Surfaces – From 
Sample Preparation to the Identification of Protein 
Allergens; Martina Marchetti1; Kerstin Strupat2; Franz 
Hillenkamp2; Emmanuel Raptakis3; Günter Allmaier1; 1Vienna 
University of Technology, Vienna, Austria; 2University of 
Münster, Münster, Germany; 3Shimadzu Biotech-Kratos 
Analytical, Manchester, UK
WP 342 Crystalline Structures by MALDI Soft Landing Mass 
Spectrometry; Hans Joachim Räder1; Ali Rouhanipour1;
Anna Maria Talarico2; Vincenzo Palermo2; Paolo Samori2;
Klaus Müllen1; 1Max Planck Institute for Polymer Research, 
Mainz, Germany; 2Instituto per la Sintesi Organica e 
Fotoreattiva, Bologna, Italy
54th ASMS Conference on Mass Spectrometry 89S
WP 343 Protein-DNA Microarrays for Protein Capture and Direct 
Readout by MALDI-MS; Christian F. W. Becker1; Ron 
Wacker2; Werner S. Bouschen3; Ralf Seidel1; Branko 
Kolaric1; Pascal Lang1; Hendrick Schroeder2; Christof M. 
Niemeyer4; Bernhard Spengler3; Roger S. Goody1; Martin 
Engelhard1; 1Max-Planck-Institut of Molecular Physiology, 
Dortmund, Germany; 2Chimera Biotec GmbH, Dortmund, 
Germany; 3Justus-Liebig University Giessen, Giessen, 
Germany; 4University Dortmund, Dortmund, Germany
WP 344 Surface Vibrational Analysis using Time of Flight Electron 
Spectroscopy; Zhongyu Yang1; Robert H. Jackson1; Brian G. 
Frederick1; 1Sillwater Scientific Instruments, Orono, ME
WP 345 High Sensitivity Quantitative Surface Analysis; Igor V. 
Veryovkin1; Wallis F. Calaway1; C. Emil Tripa1; Michael R. 
Savina1; Michael J. Pellin1; 1Argonne National Laboratory, 
Argonne, IL
NON-COVALENT COMPLEXES 
WP 346 Electrospray Ionization Mass Spectrometry Studies on 
Interactions between Lithium and other Group 1 Cations 
with Biologically Active Amines and Neurotransmitters;
Xiao Feng1; Cherif Matta1; Fuqiang Ban1; J. Stuart Grossert1;
Donald F. Weaver1; 1Dalhousie University, Halifax, NS, 
Canada
WP 347 Speciation and Fragmentation of Complexes Containing 
Poly-Propylene Imine (PPI) Dendrimers and Divalent 
Metals; Jason D. Batchelor1; Gwendolyn A. Harbour1;
William D. Price1; 1Marshall University, Huntington, WV
WP 348 Mass Spectrometric Detection of Metal-Directed Self-
Assembly of Conjugated Schiff-Base Macrocycles; Yun 
Ling1; Cindy Lee1; Mark MacLachlan1; 1University of British 
Columbia, Vancouver, Canada
WP 349 Characterization of Cu(II)-Substituted, Dimeric 
Polyoxotungstates by Fourier Transform Ion Cyclotron 
Resonance Mass Spectrometry; Gregory A. Khitrov1; Firasat 
Hussain2; Ulrich Kortz2; Alan G. Marshall 1; 1National High 
Magnetic Field Laboratory, Tallahassee, FL; 2International 
University Bremen, Bremen, Germany
WP 350 Collision-Induced Dissociation of Cobalt(II)-Amino-Acids 
Complexes; Guewen Tournois1; William Buchmann1;
Riccardo Spezia1; Jeanine Tortajada1; Thierry Cartailler1;
1Universite d'Evry, Evry, France
WP 351 Spectral Analysis of Dinuclear Rhenium(III) Complexes 
with Purine Dinucleotides; Tiffany A. Payne1; Elizabeth F. 
Day1; 1University of the Pacific, Stockton, CA
WP 352 Screening of ß-Amyloid Peptide Inhibitors by Electrospray 
Ionization Mass Spectrometry; Fotini Bazoti2; Jonas 
Bergquist3; Karin Markides3; Anthony Tsarbopoulos1;
1University of Patras, Pharmacy Department, Patras, Greece; 
2GAIA Research Center, Kifissia, Greece; 3Uppsala 
University, Chemistry Department, Uppsala, Sweden
WP 353 Mass Spectrometric Characterization of Macrocyclic 
Complexes Based on S-alkylisothiosemicarbazides and 
Ortho-Aminobenzaldehyde Capable of Binding Exogenous 
Cations; Sergiu P. Palii1; Cesar Contreras1; Vadim Druta2;
Nicolae V. Gerbeleu2; John R. Eyler1; 1University of Florida, 
Gainesville, FL; 2Academy of Sciences of the Republic of 
Moldova, Chisinau, Moldova
CARBOHYDRATES AND OLIGOSACCHARRIDES II 
WP 354 Ab initio MO Study on the Fragmentation Mechanisms of 
Carbohydrate in Mass Spectrometry. II. 3'-Sialyllactose 
and 6'-Sialyllactose; Takae Takeuchi1; Michiko Tajiri2;
Yoshinao Wada3; 1Nara Women's Univ., Nara, Japan; 2JST, 
Izumi, Osaka, Japan; 3Osaka MCHRI, Izumi, Osaka, Japan
WP 355 Electron Capture Dissociation of Oligosaccharides Ionized 
with Alkali, Divalent, and Transition Metal Adducts; Julie 
T. Adamson1; Kristina Håkansson1; 1Department of 
Chemistry, University of Michigan, Ann Arbor, Mi
WP 356 Solving the Mysteries of a FLAG-Tagged Protein 
Expressed in CHO Cells; Pamela K. Cochran1; Louisette J. 
Basa1; Viswanatham Katta1; 1Genentech, Inc., South San 
Francisco, CA
WP 357 Study on Biosynthesis Pathways of Complex-Type N-
Glycan in vitro.: Analysis of Branch Specificity of 
Glycosyltransferases using Tandem Mass Spectrometry;
Hiromi Ito1; Akihiko Kameyama1; Takashi Sato1; Masako 
Sukegawa1; Katsue Kiyohara1; Hide-ki Ishida2; Hisashi 
Narimatsu1; 1AIST, Tsukuba, Japan; 2The Noguchi Institute, 
Tokyo, Japan
WP 358 Mechanistic Elucidation of the Formation of Reduced 2-
Aminopyridine-Derivatized Oligosaccharides in MALDI-
MS; Sadanori Sekiya1; Yoshiki Yamaguchi2; Koichi Kato2;
Koichi Tanaka1; 1Shimadzu Corporation, Kyoto, Japan; 
2Nagoya City University, Nagoya, Japan
WP 359 Structural Characterization of the Brain Gangliosides 
GM1 and GD1 by High Resolution FT-ICR Tandem Mass 
Spectrometry; Carol L. Nilsson1; Alan G. Marshall1; Jan-Eric 
Mansson2; Mark R. Emmett1; 1Florida State University, 
Tallahassee, FL; 2Goteborg University, Goteborg, Sweden
WP 360 Structural Characterization of N-linked Oligosaccharides 
on Cetuximab by Quadrupole TOF Mass Spectrometry;
Jun Qian1; 1ImClone Systems Incorporated, NJ
WP 361 A Glycomics Application for the Detection of Tissue-
Specific Changes in N- and O-glycosylation in the 
Nematode Caenorhabditis elegans; E. Palaima1; J. Zaia1;
M.J. Gravato-Nobre2; J. Hodgkin2; C.E. Costello1; J. F. 
Cipollo1; 1Boston University School of Medicine, Boston, MA; 
2University of Oxford, UK
WP 362 Collision Induced Dissociation of Oligosaccharides Using 
Quadrupole Ion Trap and Fourier Transform Ion 
Cyclotron Resonance Mass Spectrometry; Janne Jänis1;
Salla Pasanen1; Pirjo Vainiotalo1; 1University of Joensuu, 
Department of Chemistry, Joensuu, Finland
WP 363 Off-Line Separation and Deposition of Derivatized Site-
Specific N-glycan Pools using Capillary Electrophoresis 
for Subsequent Analysis by MALDI Mass Spectrometry;
Sergei I. Snovida1; Hélène Perreault1; 1University of 
Manitoba, Winnipeg, Canada
WP 364 Improved MS Methods to Analyze Fluorescent ATPS-
Labeled Glycans; Xiaorong (Sharon) Wei1; Steven L. 
Cohen1; Melissa Hamm1; Charlotte Ip1; Richard Rustandi1;
1Merck Research Laboratories, West Point, PA
WP 365 Stabilization and Linkage Determination of Sialic Acids by 
Selective Derivatization for Analysis by MALDI and 
Electrospray Ionization Mass Spectrometry; David J. 
Harvey1; Susan F. Wheeler1; Louise Royle1; Catherine M. 
Radcliffe1; Umi Abd Hamid1; Radka Saldova1; Pauline M. 
Rudd1; Raymond A. Dwek1; 1University of Oxford, Oxford, 
UK
WP 366 High Energy CID MALDI-MS/MS as an Enabling Glycan 
Sequencing Technique for Glycomic Applications and 
Determination of Novel Glycan Structures; Sz-Wei Wu1;
Jin-Mei Chen1; Kay-Hooi Khoo1; 1Inst Biol Chem, Academia 
Sinica, Taipei, Taiwan
WP 367 Characterization of Monoclonal Antibody-derived N-
linked Glycans using Normal Phase-HPLC/ESI-QTOF MS 
and MALDI-QTOF MS/MS; Kelly N. Toler1; Tanya Q. 
Shang1; Bruce S. Tangarone1; Thomas J. Porter1; Jason C. 
Rouse1; 1Wyeth BioPharma, Andover, MA
WP 368 Oligosaccharide Profiling of Recombinant Proteins by MS 
and Database Searching; Thomas Nylandsted Krogh1;
Henrik Rahbek-Nielsen1; 1Protein Science, Novo Nordisk A/S, 
Måløv, Denmark
WP 369 Empirical Rules for Fragmentations of Oligosaccharides 
during Low-Energy CID in MALDI QIT-TOF Mass 
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Spectrometer; Akihiko Kameyama1; Kazuhiko Fukui1;
Shuuichi Nakaya2; Hiromi Ito1; Masako Sukegawa1; Hisashi 
Narimatsu1; 1AIST, Tsukuba, Japan; 2Shimadzu Corporation, 
Kyoto, Japan
WP 370 A Novel N-glycan from the Extrapallial Fluid Glycoprotein 
of the Mollusc: Mytilus edulis; Hui Zhou1; Andrew J. 
Hanneman2; N. Dennis Chasteen1; Vernon N. Reinhold1;
1Center for Structural Biology, UNH, Durham, NH; 2Wyeth 
Biotech, Andover, MA
WP 371 Characterization of the Decorin N-Glycans using Tandem 
Mass Spectrometry; May Joy C. Miller1; John F. Cipollo1;
Catherine E. Costello1; Joseph Zaia1; 1Boston University 
School of Medicine, Boston, MA
WP 372 A Quantitative Glycomics Technique for Eukaryotic and 
Prokaryotic N-Linked Protein Glycosylation; Jianjun Li1;
Xin Liu1; David McNally1; Harald Nothaft1; Christine M. 
Szymanski1; Jean-Robert Brisson1; 1NRC-Institute for 
Biological Sciences, Ottawa, Canada
WP 373 Isotopic Labeling of N-linked Glycans for Quantitative 
Analysis; Justin M. Prien1; David J. Ashline1; Vernon N. 
Reinhold1; 1University of New Hampshire, Durham, NH
GLYCOPROTEINS II 
WP 374 Screening for Glyco-Proteins in Human Serum Applying 
Glyco-Specific Magnetic Beads in Combination with 
LCMALDI; Katrin Sparbier1; Arndt Asperger1; Irina 
Kessler1; Thomas Wenzel1; Markus Kostrzewa1; 1Bruker 
Daltonik GmbH, Leipzig, Germany
WP 375 Mass Spectrometric Detection of Tissue-Derived Proteins 
in the Blood; Hui Zhang1; Alvin Liu1; Paul Loriaux1; Bernd 
Wollscheid1; Yong Zhou1; Julian Watts1; Ruedi Aebersold1;
1Institute for Systems Biology, Seattle, WA
WP 376 Characterization of Glycosylation Changes in Human 
Serum Proteins Using a Combination of Immunoaffinity 
Depletion, Lectin Affinity Chromatography, RP-HPLC, 
and LC-MS/MS; Milan Madera1; Yehia Mechref2; Iveta 
Klouckova1; Milos V. Novotny1; 1Indiana University, 
Bloomington, IN; 2National Center for Glycomics and 
Glycoproteomics, Bloomington, IN
WP 377 MSn Analysis of a Glycoprotein Derived from Rat 
Leptomeningeal Cells with Matrix-Assisted Laser 
Desorption/Ionization Quadrupole Ion Trap Time-Of-
Flight Mass Spectrometry; Masaki Yamada1; Masatomo 
Watanabe2; Kouichi Itoh2; Koichi Ishikawa3; 1Shimadzu 
Corporation, Kyoto, Japan; 2Tokushima Bunri University, 
Kagawa, Japan; 3Gunma University, Gunma, Japan
WP 378 ASC_GLY_FLUO: A New Reagent for the Selective 
Characterization of Glycoproteins on 2D Gel; Mohammed 
Kajjout1; Christian Rolando1; Caroline Tokarski1; 1Universite 
des Sciences et Technologies de Lille, Villeneuve d'Ascq, 
France
WP 379 Site-Determination of Mucin-Type O-Glycosylation for 
Glycoproteomics; Michiko Tajiri1; Yoshinao Wada2;
1CREST, Japan Science & Technology Agency, Kawaguchi, 
Saitama, Japan; 2Research Institute, Osaka Medical Center 
for MCH, Izumi, Osaka, Japan
WP 380 Determining Glycoprotein O-Linked Oligosaccharide 
Structure, Distribution and Monosaccharide Composition 
by ESI-MS; John B. Briggs1; Bao-Jen Shyong1; Rodney 
Keck1; Kathleen Champion1; 1Genentech, Inc., South San 
Francisco, CA
WP 381 UniPep: A Database of Human N-linked Glycosylation 
Sites and a Resource for Biomarker Discovery; Hui Zhang1;
Paul Loriaux1; Jimmy Eng1; Andy Keller1; Pat Moss1; David 
Campbell1; Richard Bonneau1; Ning Zhang1; Kelly Cooke1;
Eugene C. Yi1; Hookeun Lee1; Julian Watts1; Richard D. 
Smith3; Ruedi Aebersold2; 1Institute for Systems Biology, 
Seattle , WA; 2IMSB ETH Zurich, University of Zurich, Zurich, 
CH; 3Biological Sciences Division, PNNL, Richland, WA
WP 382 Direct nanoESI MS Analysis of Glycopeptides Derived 
from In-Capillary or In-Solution Proteolytic Digests of 
Glycoproteins; Gottfried Pohlentz1; Stefanie Henning1;
Michael Mormann1; Jasna Peter-Katalinic1; 1Institute for 
Medical Physics and Biophysics, Münster, Germany
WP 383 Direct Comparison of Subsequent LC-MS Runs to 
Quantify Glycoprotein Enriched Fractions from a Cancer 
Cell Line During Epidermal-To-Mesenchymal Transition;
Jennifer J. Hill1; Arsalan S. Haqqani1; Wen Ding1; Anne E.G. 
Lenferink2; Maureen D. O’Conner-McCourt2; John F. Kelly1;
1National Research Council Canada, Ottawa, Canada; 
2National Research Council Canada., Montreal, Canada
WP 384 Quality Control of Intact Proteins and Antibodies by ESI-
TOF MS; Christian Neusuess1; Matthias Pelzing1; 1Bruker 
Daltonik, Bremen, Germany
WP 385 Improved Glycopeptide Fingerprinting and Mass Spectra 
for Characterization of Recombinant and Isolated 
Glycoproteins; Beth L. Gillece-Castro1; Thomas E. Wheat1;
Ziling Lu1; Jeffrey R. Mazzeo1; 1Waters Corporation, Milford, 
MA
WP 386 Characterization of Glycosylation of Human 
Immunodeficiency Virus Vaccine Protein Antigen gp140;
Mark Schafer1; Cathy Chu1; Viktorya Levi1; Chulani 
Karunatilake1; Paul Jedrzejewski1; 1Chiron Corp., Emeryville, 
CA
WP 387 A Novel Labeling Approach for the Sensitive Detection of 
Glycoprotein Subclasses by 1-D and 2-D Gel Analysis and 
Mass Spectrometry; Brian J Agnew1; Nancy Ahnert1;
Suzanne Buck1; Courtenay Hart1; Tamara Nyberg1;
1Molecular Probes-Invitrogen, Eugene, Oregon
WP 388 Analysis of N-Glycans in Human Blood Serum: 
Implications for Early Breast Cancer Detection; Zuzana 
Kyselova1; Yehia Mechref2; John A. Goetz1; Pilsoo Kang3;
Milan Madera3; Robert Hickey4; Milos V. Novotny3;
1METACyt Biochemical Analysis Center, Bloomington, IN; 
2National Center for Glycomics and Glycoproteomics, 
Bloomington, IN; 3Indiana University - Chemistry Dept., 
Bloomington, IN; 4Indiana University - Faculty of Medicine, 
Indianapolis, IN
WP 389 Characterization of E-cadherin Glycoprotein; Krystyn E 
Blackmon-Ross1; Mihai Nita-Lazar2; Maria A Kukuruzinska2;
Catherine E Costello1; 1Boston University School of Medicine, 
Boston, MA; 2Boston University School of Dental Medicine, 
Boston, MA
WP 390 Automated Detection of Unusual Isotope Distributions in 
Complex Mixtures: Application to the Identification of N-
linked Glycosylation Sites of Proteins; Michael R. 
Hoopmann1; Michael J. MacCoss1; 1University of Washington, 
Seattle, WA
WP 391 Protein Glycosylation Site Mapping in Complex Mixtures 
by Glycopeptide Enrichment, Partial Deglycosylation and 
FT ECD-/IRMPD-/CAD Tandem Mass Spectrometry;
Jakob Bunkenborg1; Peter Mortensen1; Per Hägglund2; Irina 
Kratchmarova1; Jens S. Andersen1; 1CEBI, *University of 
Southern Denmark, Odense, Denmark; 2DTU, Biochemistry & 
Nutrition Group, Copenhagen, Denmark
WP 392 Identification of a Novel Wide-Spread Motive for O-
Linked Glycosylation in Archaea; Sander Piersma1; Yana 
Tatur2; Marc Stampraad2; Ivo Klinkert1; Imke Schroeder3;
Simon de Vries2; 1FOM-AMOLF, Amsterdam, The 
Netherlands; 2TU-Delft, Delft, The Netherlands; 3UCLA, Los 
Angeles, CA
WP 393 The Comprehensive Characterization of an Unusual 
Bacterial Adhesin by nanoLC-FTICR with Special Focus 
on N-glycosylation; Julia Gross1; Susan Grass2; Alan E. 
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Davis1; Joseph W. St. Geme III2; 1Washington University 
School of Med., St. Louis, MO; 2Duke University, Durham, NC
WP 394 Characterization of N-linked Glycosylation Sites and 
Glycans of Glycodelins by Means of Tandem Mass 
Spectrometry; S. O. Siu1; Dave Cox2; Calvin K. F. Lee1; W. 
S. B. Yeung1; Ivan K. Chu1; 1The University of Hong Kong, 
Hong Kong SAR, China; 2MDS Sciex, Concord, Ontario, 
Canada
NUCLEIC ACIDS 
WP 395 Identification of Nucleases Associated with Brush Border 
Membranes and the Nucleic Acid Conducting Channel 
Complex; Avelino Teixeira1; Edgar Leal-Pinto1; Basil Hanss1;
Paul E. Klotman1; John Roboz1; 1Mount Sinai Medical Center, 
New York, NY
WP 396 Effects of Glycosylation on DNA-Anthracycline Binding 
Probed by Electrospray Ionization Mass Spectrometry 
(ESI-MS); Margaret M. Sheil1; Vanessa Tillott1; Stephen J. 
Watt1; Renata L.A. Furlan2; Gabriel Padilla2; Jennifer L. 
Beck1; 1University of Wollongong, Wollongong, Australia; 
2University of San Paulo, San Paulo, Brazil
WP 397 PNA Oligomers Behavior in the Gas Phase Under CID 
Conditions in High Resolution. For a Better 
Comprehension of Fragmentation Mechanisms; Alice 
Delvolve1; Peter Egholm Nielsen2; Carlos Afonso1; Françoise 
Fournier1; Jean-Claude Tabet1; 1Lab. Chimie Org et Bio Univ. 
Pierre et Marie Curie, Paris, France; 2Dept. Med. Biochem. 
Genetics Univ. of Copenhagen, Copenhaguen, Denmark
WP 398 Characterization of Isomeric Benzo[a]pyrene Diol Epoxide 
Oligonucleotide Adducts using Ion-Pair Reversed Phase 
Nano LC-MS/MS; Wennan Xiong1; James Glick1; Yiqing 
Lin1; Paul Vouros1; 1Barnett Institute, Boston, MA
WP 399 DNA Sequencing by MALDI-TOF Mass Spectrometry 
using Alkali Cleavage of RNA/DNA Chimers; Ivo G. Gut1;
Florence Mauger1; Sakina Mezzache2; David Gelfand3; Rod 
Fuerst2; Keith Bauer3; Fred Reichert3; Cassandra Calloway3;
Thomas Koch2; 1Centre National de Genotypage, Evry Cedex, 
France; 2Roche Diagnostics GmbH, Penzberg, Germany; 
3Roche Molecular Systems, Alameda, CA
WP 400 TIGER MLST Genotyping of Campylobacter jejuni
Obtained from Contaminated Chicken Samples Using 
High Throughput ESI-Mass Spectrometry; James C. 
Hannis1; Sheri M. Manalili1; Thomas A. Hall1; Raymond 
Ranken1; Robert E. Mandrell2; Clifton K. Fagerquist2; William 
G. Miller2; Steven A. Hofstadler1; 1Ibis Therapeutics-A Div. of 
ISIS Pharmaceuticals, Carlsbad, CA; 2USDA Produce Safety 
and Microbiology Research Unit, Albany, CA
WP 401 Determination of a Novel Sulphur-Modified Guanine in 
DNA by LC-MS/MS; Chunang Gu1; Hongxia Wang1;
Qingchun Zhang1; Yinsheng Wang1; 1University of California, 
Riverside, Riverside, CA
WP 402 Collisionally induced Dissociations of Single-Base and 
Intrastrand Crosslink lesions Induced by Reactive Oxygen 
Species; Huachuan Cao1; Yinsheng Wang1; 1University of 
California at Riverside, Riverside, CA
WP 403 Mass Spectrometry of the Products of Oligomerisation 
from Activated Nucleotides of Guanosine with 
Montmorillonite; Evidence for Cyclic and Cage 
Structures; Michael F Aldersley1; James P Ferris2; Dmitri V 
Zagorevskii1; 1Rensselaer Polytechnic Institute, Troy, NY; 
2New York Center for Studies on the Origin of Life, Troy, NY
WP 404 Identification and Quantification of a Guanine-thymine 
Intrastrand Crosslink Lesion Induced by 
Cu(II)/H2O2/Ascorbate; Haizheng Hong1; Huachuan Cao1;
Yuesong Wang1; Yinsheng Wang1; 1University of California 
at Riverside, Riverside, CA
WP 405 Identifying RNA by Enzyme Digestion and Mass 
Spectrometry; Rune Matthiesen1; Gary Schoenhals2; Finn 
Kirpekar2; 1Bioinformatics unit - CIC bioGUNE, Derio, Spain; 
2Biochem. and Mol. Biol., Uni. of Southern Denmark, Odense, 
Denmark
WP 406 Investigation of the Enzymatic Behavior of 
Benzonase/Alkaline Phosphatase in the Digestion of DNA 
and DNA Adducts by ESI-LC/MS; Qing Liao1; Norman H. 
L. Chiu2; Chang Shen3; Paul Vouros4; 1Harvard University 
Mass Spec Facility, Cambridge, MA; 2University of North 
Carolina, Greensboro, NC; 3Shenitech, Acton, MA; 
4Northeastern Univeristy, Boston, MA
WP 407 Evaluation of Broad-Range PCR Followed by Mass 
Spectrometry to Identify a Blinded Panel of Bacterial 
Pathogens; Carson D. Baldwin1; Chris A. Whitehouse1;
Gerald B. Howe1; Larry B. Blyn2; Dave Ecker2; Ranga 
Sampath2; Mark W. Eshoo2; Karl Rudnick3; Jared J. Drader2;
Steve A. Hofstadler2; Dave Robbins3; 1USAMRIID, Frederick, 
MD; 2Ibis Therapeutics, Division of Isis Pharaceuticals, 
Carlsbad, CA; 3SAIC, San Diego, CA
WP 408 Optimizing a Mass Spectrometry-Based Approach for the 
Detection of CMC-derivatized Pseudouridine in RNA;
Anita Durairaj1; Patrick A. Limbach1; 1University of 
Cincinnati, Cincinnati, OH
WP 409 Using Mass Spectrometry to Study Heterogeneous 
Mixtures of MicroRNAs; C. Callie Coombs1; Patrick A. 
Limbach1; 1University of Cincinnati, Cincinnati, OH
WP 410 Use of MALDI-TOF, ESI-TOF and GC-MS to Discover 
how Ethenoadenine Damage within DNA is Repaired by 
AlkB; James C. Delaney1; Lisa Smeester1; Cintyu Wong1;
Lauren E. Frick1; Koli Taghizadeh1; John S. Wishnok1;
Catherine L. Drennan1; Leona D. Samson1; John M. 
Essigmann1; 1Massachusetts Institute of Technology, 
Cambridge, MA
WP 411 DNA Binding of New Anthrapyrazoles by ESI-MS-MS;
Suncerae Smith1; Jennifer S. Brodbelt1; Frank Guziec2; Brian 
Hasinoff3; 1University of Texas at Austin, Austin, TX; 
2Southwestern University, Georgetown, TX; 3University of 
Manitoba, Winnepeg, Canada
WP 412 Detection and Characterization of Label Retention in 
Immortal DNA Strands of Mouse Cell Models for Adult 
Stem Cell Asymmetric Self-Renewal; Dayana Argoti1; Art 
Lafleur2; James Sherley2; Paul Vouros1; 1Barnett Institute-
Northeastern University, Boston, MA; 2Massachusetts Institute 
of Technology, Cambridge, MA
WP 413 Investigation of Metal Mediated Binding by Benzoxazoles 
to DNA by Electrospray Ionization Mass Spectrometry;
Carolyn L. Mazzitelli1; Mireya Rodriguez1; Sean M. Kerwin1;
Jennifer S. Brodbelt1; 1University of Texas at Austin, Austin, 
TX
WP 414 Signature Digestion Products of Transfer RNAs: 
Advantages of Multiple Ribonucleases; Mahmud Hossain1;
Patrick A. Limbach1; 1University of Cincinnati, Cincinnati, 
OH
WP 415 Photochemistry of 5-phenythiol-2’-deoxyuridine-bearing 
DNA; Yu Zeng1; Yinsheng Wang1; 1University of California 
Riverside, Riverside, CA
WP 416 Quantitation of 2-amino-1-methyl-6- phenylimidazo[4,5-
b]pyridine Deoxyguanosine (PhIP-dG) Adducts in 
Metabolically Competent Human Lymphoblastoid Cells 
Using Nano-LC-MS/MS; James Glick1; Garrett Ainslie1;
Paul Vouros1; 1Northeastern University, Boston, MA
WP 417 LC-ESI-MS/MS Analysis of Peptide–Oligonucleotide 
Cross-Links: Precursor-Ion Scan Detection and CID-
Induced Fragmentation; Henning Urlaub1; Christof Lenz2;
Detlev Schleuder2; 1Max Planck Institute for Biophysical 
Chemistry, Goettingen, Germany; 2Applied Biosystems, 
Darmstadt, Germany
92S 54th ASMS Conference on Mass Spectrometry 
WP 418 Determination of Deoxynucleosides and Nucleosides 
Acidity Values using the Kinetic Method; Clotilde Le Vot1;
Ying Xu1; Carlos Afonso1; Françoise Fournier1; Jean-Claude 
Tabet1; 1University Paris 6, Paris, France
WP 419 Oligonucleotide Gas-phase H/D Exchange with D2S in the 
Collision Cell of a Q-FT-ICR Mass Spectrometer; Jingjie 
Mo1; Kristina Hakansson1; 1The University of Michigan, Ann 
Arbor, MI
WP 420 Characterization of a Lipid Hydroperoxide-Derived RNA-
Adduct in Rat Intestinal Epithelial Cells by LC/MS/MS;
Peijuan Zhu1; 1University of Pennsylvania, Philadelphia, PA
WP 421 siRNA Degradation in Human Plasma by LC-ESI-MS;
Sharin E. Roth1; 1Nastech Pharmaceuticals, Inc., Bothell, WA
WP 422 ESI-MS Study of Metal Mediated Binding of Quinolone 
Antibiotics to DNA; Sarah E. Pierce1; Jennifer S. Brodbelt1;
1The University of Texas at Austin, Austin, TX
WP 423 HPLC-ESI-MS Identification and Quantification of the 
Highly Mutagenic DNA Lesions Spiroiminodihydantoin 
and Guanidinohydantoin; Peter G. Slade1; 1The University 
of Montana, Missoula, MT
WP 424 Characterization of Oligonucleotide Gas-Phase 
Fragmentation Pathways by Fourier Transform Ion 
Cyclotron Double Resonance; Jiong Yang1; Kristina 
Håkansson1; 1University of Michigan, Ann Arbor, MI
PEPTIDES:  FRAGMENTATION AND SEQUENCING III 
WP 425 Fragmentation Pathways of Protonated ß-Alanine and ß-
Dipeptides: An Energy-Resolved Tandem Mass 
Spectrometric and Theoretical Study; Jackie M. K. Cheng1;
Onyx O. Y. Chan1; Pui K. So1; Chun W. Tsang1; 1Hong Kong 
Polytechnic University, Hong Kong, China
WP 426 Tandem Mass Spectrometry of Non-Tryptic Peptides; Sara 
P. Gaucher1; Anup K. Singh1; Jean-Loup M. Faulon1; 1Sandia 
National Laboratories, Livermore, CA
WP 427 Dehydration vs. Deamination of N-Terminal Glutamine in 
Collision-Induced Dissociation of Protonated Peptide Ions;
Lisa Kilpatrick2; Pedatsur Neta1; Quan-Long Pu1; Stephen E. 
Stein1; Sara Yang1; 1National Institute of Standards and 
Technology, Gaithersburg, MD; 2NIST - HML, Charleston, SC
WP 428 Fragmentation Mechanisms of Protonated Peptides;
Christian Bleiholder1; Sandor Suhai1; Bela Paizs1; 1German 
Cancer Research Center, Heidelberg, Germany
WP 429 Quantum Mechanical Studies of Neutral Losses from 
Peptides with Glutamine in the N-terminal Position;
Christopher R. Kinsinger1; Karl K. Irikura1; 1National Institute 
of Standards and Technology, Gaithersburg, MD
WP 430 MS Study of Peptide Profile of Russian Frog Rana 
Ridibunda; Albert T. Lebedev1; Tatiana Yu Samgina1;
Konstantin A. Artemenko1; Sergey V. Ogurtsov1; John H. 
Bowie2; 1Organic Chemistry Dept., Moscow State University, 
Moscow, Russia; 2Adelaide University, Adelaide, Australia
WP 431 Reversed Fragmentation Behavior of [M+H]+ Ions of 
Alpha-helical Peptides; Dieter R. Mueller1; Bruno Inverardi1;
Patrick Schindler1; Hans Voshol1; Jan van Oostrum1;
1Novartis Pharma AG, Basel, Switzerland
WP 432 Fragmentation Pathways of Metallated Cyclic Peptides 
with and without a Crown-Type Auxilliary Ligand in Ion-
Trap and Triple-Quadrupole Mass Spectrometers; Sheldon 
M Williams1; K.W. Michael Siu1; 1Ctr for Research in Mass 
Spectrometry, York Univ, Toronto, Ontario, Canada
WP 433 Development of a Systematic Process to Identify Process 
Impurities and Degradation Products of a Synthetic 
Peptide by MS/MS; Shawn D Fitzgibbons1; Vincy Abraham1;
1Aptuit, Kansas City, MO
WP 434 Automated De Novo Sequencing of Dual Labeled Peptides;
Laura A. Sharon1; James P. Reilly1; 1Indiana University, 
Bloomington, IN
WP 435 Dissociation of Lantibiotics in Negative Ion Mode Tandem 
Mass Spectrometry; Anastasia Kalli1; Kristina Håkansson1;
1University of Michigan, Ann Arbor, MI
WP 436 Kinetic and Mechanistic Studies of Peptide 
Fragmentation; John K. Merle1; Karl K. Irikura1; 1National 
Institute of Standards and Technology, Gaithersburg, MD
WP 437 Proton Transfer in Small Peptides; Juergen Grotemeyer1;
Osama Abdelrahman1; 1University Kiel, Kiel, Germany
WP 438 Modeling the Fragmentation of Protonated AGG in a 
MALDI TOF/TOF Mass Spectrometer; Benjmin J Bythell1;
Bela Paizs2; Douglas F Barofsky1; 1Oregon State University, 
Corvallis, OR; 2German Cancer Research Center, Heidelberg, 
Germany
WP 439 Analysis of the Stochastic Variation in LTQ Single Scan 
Peptide Mass Spectra; Qunhua Li1; Qiangwei Xia1; Tiansong 
Wang1; Marina Meila1; Murray Hackett1; 1University of 
Washington, Seattle, WA
WP 440 Aspartic Acid Side Chain Effect - Experimental and 
Theoretical Insight; Marko Rožman1; 1Institute Ruder 
Boškovic, Zagreb, Croatia
WP 441 What is the Structure of the b2 Ions Derived from 
Protonated Peptides Containing the Proline Residue?; P. 
Y. Iris Shek1; Houssain El Aribi1; Alan C. Hopkinson1; K. W. 
Michael Siu1; 1York University, Toronto, Canada
PEPTIDES:  GENERAL 
WP 450 Mass Spectrometry Characterization of Disulfide Bonds in 
MD-1100 an Orally Administered Peptide Designed for the 
Treatment of IBS-C; Marco M. Kessler1; James D. 
Wakefield1; Li Jing Sun1; Angelika Fretzen1; Robert W. 
Busby1; 1Microbia, Inc., Cambridge, MA
WP 451 Fragmentation of Tertiary Complexes Containing Cu(II), 
an Amino Acid or Peptide, and Solvents: Generation of 
Distonic Radical Cations; Yuyong Ke1; P. Y. Iris Shek1; Udo 
H. Verkerk1; Alan C. Hopkinson 1; K.W. Michael Siu1;
1Department of Chemistry and CRMS, York University, 
Toronto, Canada
WP 452 Identification of Spin-Trapped Free Radicals from 
Leucine Enkephalin Oxidation under Fenton’s Conditions 
by Tandem Mass Spectrometry; Conceição Fonseca1; Pedro 
Domingues1; Ana Reis1; António Ferrer Correia1; M Rosario 
M Domingues1; 1Department of Chemistry, University of 
Aveiro, Aveiro, Poetugal
WP 453 Identification of Unknown Pheromone-Like Peptides of 
the Marine Cephalopod Nautilus Pompilius L. by Mass 
Spectrometry; Oliver Schulz1; Andreas Roempp1; Bettina 
Westermann2; Bernhard Spengler1; 1Institut fuer Anorganische 
und Analytische Chemie, Giessen, Germany; 2Institut fuer 
Allgemeine Zoologie, Giessen, Germany
WP 454 Hydrogen/Deuterium Exchange of Alanine Oligomeric 
Peptides; Brittany R. Perkins1; Kristin A. Herrmann1; Linda 
Breci1; Vicki H. Wysocki1; 1University Of Arizona 
Department of Chemistry, Tucson, AZ
WP 455 A Statistical Model for Peptide Mass Defects and Its 
Applications; Xunming Chen1; Philip Savickas3; Darryl 
Pappin1; Marvin Vestal2; 1Applied Biosystems, Framingham, 
MA; 2Virgin Instrument, Sudbury, MA; 3Shire Pharm, 
Cambridge, MA
WP 456 Mechanism and Energetics &Beta;-Alanine Methylamide 
Ion and Radical Dissociations in the Gas Phase; Chunxiang 
Yao1; Erik A. Syrstad1; Frantisek Turecek1; 1Department of 
Chemistry/University of Washington, Seattle, WA
WP 457 Accurate Mass Measurements of Biomolecules with Newly 
Developed MALDI-TOF Mass Spectrometer with a Spiral 
Optical System and its Applications; Junichi Osuga1;
Takaya Satoh1; Takafumi Sato1; Akihiko Kusai1; Jun Tamura1;
David Vargas2; 1JEOL Ltd., Akishima, Tokyo, Japan; 2JEOL 
USA, Inc., Peabody, MA
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WP 458 MS Intensities of Peptides in Matrix-Assisted Laser 
Desorption/Ionization (MALDI) Mass Spectrometry;
Yasushi Shigeri1; Rie Tanaka1; Ryuichi Arakawa2; Tomoya 
Kinumi1; 1Natl Inst of Advanced Industrial Sci & Tech, Ikeda, 
Osaka, Japan; 2Kansai University, Suita, Osaka, Japan
WP 459 Role of UV-absorbing and Basic Groups in Enhancing 
Signal Intensity of Peptides in MALDI-TOF Mass 
Spectrometry; Jong-Seo Kim1; Hie-Joon Kim1; 1Seoul 
National University, Seoul, Korea
WP 460 In vitro Stability and Degradation Identification of 
Therapeutic Peptide by LC-MS/MS; Hongyan Li1; Chun 
Li1; Keyang Xu1; Gary L. Skiles1; 1Amgen, Thousand Oaks, 
CA
WP 461 Characterization of Dimeric Linkage of rhPTH(1-34) 
Induced by Heat, Humidity and Light Stress; Lihua 
Huang1; Stanley Szewczyk 1; Alice Riggin1; 1Eli Lilly and 
Company, Indianapolis, IN
PEPTIDES:  POST-TRANSLATIONAL MODIFICATIONS II 
WP 462 Kinetics Measurement of Human Tyrosylprotein 
Sulfotransferase using Reverse-Phase Liquid 
Chromatography coupled to Electrospray Ionization Mass 
Spectrometry; Lieza Marie A Danan1; Julie A Leary1;
1Genome Center, University of California, Davis, CA
WP 463 Isolation and Identification of a Novel Impurity Observed 
in Development Samples of a Therapeutic Peptide; Andrew 
W. Carr1; Gregory M. Beck1; Bryan J. Harmon1; Karen J. 
Hywood1; Andreas Kaerner1; Amareth Lim1; Tim A. Smitka1;
1Eli Lilly and Company, Indianapolis, IN
WP 464 A Study of Snake Venoms and Comparison of Members 
from the Genera Crotalus and Calloselasma using 
nanoHPLC MS/MS; Clare L Smith1; Edward Dudley2;
Gareth Brenton1; Russell P Newton3; 1Mass Spectrometry 
Research Unit, Chemistry, Swansea, Wales; 2Biomolecular 
Analysis through Mass Spectrometry, Swansea, Wales; 
3Biochemistry Group, Swansea, Wales
WP 465 Site-Specific Protein S-glutathiolation Modulates the 
Electron Transfer and Superoxide Generation Activities of 
Mitochondrial NADH Ubiquinone Reductase (NQR);
Liwen Zhang1; Kari B. Green-Church1; Nan Kleinholz1;
Rhonda Pitsch3; Chwen-Lin Chen2; Jay L. Zweier2; Yeong-
Renn Chen2; 1MS&P Facility, The Ohio State University, 
Columbus, OH; 2Davis HLRI, The Ohio State University, 
Coulmbus, OH; 3Henry M. Jackson Found. for the Adv. of Mil. 
Med, Dayton, OH
WP 466 Mass Spectrometry to Dissect the Mechanism whereby 
Destabilizing Mutations in the Tumour Suppressor Protein 
p53 Exhibit Enhanced Ubiquitination; David G Saliba1;
Harumi Shimizu2; Pat R. R. Langridge-Smith3; Ted R. Hupp1;
1University of Edinburgh, Cancer Reserch UK, Edinburgh, 
UK; 2Genentech, San Francisco, Ca; 3University of 
Edinburgh, Edinburgh, UK
WP 467 Characterization Of Peptide O-linked Glycoforms Using a 
Combination of ß-Elimination, Tryptic Digestion, and 
MALDI-TOF TOF MS; Patricia Molina1; John B. Briggs1;
Kathleen Champion 1; 1Genentech, Inc, South San Francisco, 
CA
WP 468 Mass Spectrometric Characterization of Human 
Aromatase; Mike Aguiar1; Robert Masse2; Bernard F. Gibbs1;
1McGill University, Montreal, Canada; 2MDS Pharma 
Services, Saint Laurent (Montreal), Canada
WP 469 Post-Translational Modification Analyses using 1,5-
Diaminonaphthalene as a Matrix; Yuko Fukuyama1; Koichi 
Tanaka1; 1Shimadzu Corporation, Kyoto, Japan
WP 470 FT-ICR MS-Based Structural Characterization of a Novel 
Conotoxin from Conus monile: Determination of 
Bromotryptophan by use of Electron Capture 
Dissociation; Sudarslal Sadasivan Nair1; Mark R Emmett1;
Carol L Nilsson1; Krishnan K.S2; Balaram Padmanabhan3;
Alan G Marshall1; 1National High Magnetic Field Laboratory, 
Tallahassee, FL; 2Tata Institute of Fundamental Research, 
Mumbai, India; 3Indian Institute of Science, Bangalore, India
WP 471 Ribosomal Protein Isoform Determination; Michael B. 
Strader1; Cai Chen1; Anthony J. Makusky1; Jeffrey A. 
Kowalak1; Sanford P. Markey1; 1National Institute of Mental 
Health, Bethesda, MD
WP 472 Complexity of the Peptide Complement in Conus Venom 
Duct Partially Unraveled by Chromatography and Mass 
Spectrometry; Timothy A. Richmond1; Zora Lebaric2; Suresh 
P. Annangudi1; Carl Elliger2; William F. Gilly2; Jonathan V. 
Sweedler1; 1University of Illinois, Urbana, IL; 2Hopkins 
Marine Station Stanford University, Pacific Grove, CA
WP 473 Anion-Electron Reactions as a Tool for Establishing the 
Presence and Location of Acidic Post-Translational 
Modifications in Singly Charged Peptides; Gabriela 
Grigorean1; Kristina Håkansson1; 1University of Michigan, 
Ann Arbor, MI
WP 474 Combined CID/ETD Ion Trap MS for Improved 
Characterization of Glycopeptides; Markus Lubeck1; Ralf 
Hartmer1; Victor G. Fursey2; Andreas Brekenfeld1; Carsten 
Baessmann1; 1Bruker Daltonik GmbH, Bremen, Germany; 
2Bruker Daltonics, Inc., Billerica, MA
WP 475 Exploring the Sialiome using Titanium Dioxide and Mass 
Spectrometry - Identification of Sialic Acid Containing 
Peptides From Glycosylated Proteins; Søren S. Jensen1;
Niels H. H. Heegaard2; Lene Jacobsen1; Martin R. Larsen1;
1Biochemistry and Molecular Biology, Odense, Denmark; 
2State Serum Institute, Copenhagen, Denmark
WP 476 Novel Mass Spectrometry Strategies for Facile Mapping of 
Protein S-Nitrosylation Sites in Relation to Identification 
of Controlled Cysteine Oxidation; Kuan-Ting Pan1; Yi-Yun 
Chen1; Shu-Yu Lin1; Tzu-Ching Meng2; Kay-Hooi Khoo2;
1Core Facilities for Proteomics Research, Academia Sinica, 
Taipei, Taiwan; 2Institute of Biological Chemistry, Academia 
Sinica, Taipei, Taiwan
WP 477 Use of Internal Standard Peptides to Enhance the 
Specificity and Sensitivity of Multiplexed Precursor-Ion-
Like Scanning Technique for Quadrupole Time-Of-Flight 
Instruments; Marc Gentzel1; Matthias Wilm1; 1EMBL, 
Heidelberg, Germany
PHOSPHORYLATED PROTEINS 
WP 478 Analysis of Histidine Phosphorylation of Histone H4; Paul 
V. Attwood1; Xin L. Zu1; Paul G. Besant1; Axel Imhof2; 1The 
University of Western Australia, Crawley, Australia; 2Ludwig-
Maximillians University of Munich, Munich, Germany
WP 479 Identification of Novel Phosphorylation Sites in Huntingtin 
Protein Using Combined Vacuum-MALDI LTQ Linear 
Ion Trap and Q-TOF Platforms; Bradford W Gibson1;
Birgit Schilling1; Xin Cong1; Cameron Torcassi1; Michael P 
Cusack1; Christopher A Ross2; Lisa M Ellerby1; 1Buck Instiute 
for Age Research, Novato, CA; 2Johns Hopkins University, 
Baltimore, MD
WP 480 Determination of Absolute Phosphorylation Stoichiometry 
by MALDI-MS using Proteolytic O18-Labeling; Wenzhu 
Zhang1; Wenhui Zhao1; Wei Gu1; 1Columbia University, New 
York, NY
WP 481 Specific Fractionation and Identification of Multiply 
Phosphorylated Peptides by Immobilized pH Gradient 
Isoelectric Focusing Electrophoresis and LC-ESI-MS/MS;
Jinglan Wang1; Shaohui Sui2; Jingfeng Liu2; Yangjun Zhang1;
Yun Cai1; Xiaohong Qian1; 1Beijing Institute of Radiation 
Medicine, Beijing, P.R. China; 2Beijing Proteomics Research 
Center, Beijing, P.R. China
WP 482 Automatic Off-Line Enrichment of Phosphorylated 
Peptides by Titanium Dioxide; Manfred R. Raida1;
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Bantscheff Marcus1; Duempelfeld Birgit1; Kuster Bernhard1;
1Cellzome AG, Heidelberg, Germany
WP 483 Identification of Phosphorylation Sites and Their 
Biological Relevance on the Nap1 Protein Using Fe(III) 
IMAC Enrichment and Reversed-Phase C18 LC-MS/MS-
ETD; Ken G. Victor1; Meredith Calvert1; A. Celeste Ptak1;
Jeffrey Shabanowitz1; Lucy Pemberton1; Donald F. Hunt1;
1University of Virginia, Charlottesville, VA
WP 484 Development of a Robust Strategy for the Enrichment of 
Phosphorylated Proteins and Peptides from Complex 
Mixtures; Christian Collin-Hansen1; Erol E. Gulcicek1;
Terence Wu1; Kenneth R. Williams1; Angus C. Nairn1; 1Yale 
University, New Haven, CT
WP 485 Proteomic Analysis of PP2A/B56?1-Associated Cardiac 
Proteins Reveals Phosphorylation-Regulated Players that 
Participate in Excitation-Contraction Coupling and Heart-
Failure Development; Xing W. Zhou1; Malkanthi 
Mudannayake1; Terry B. Rogers1; 1University of Maryland 
School of Medicine, Baltimore, MD
WP 486 Strategies for Investigating Protein Phosphorylation in the 
Mouse Hippocampus; Emma L Schofield1; Andrew J 
Thompson1; Helen L Byers2; John Stephenson1; Brian 
Anderton1; Malcolm A Ward2; 1Institute of Psychiatry, 
London, UK; 2Proteome Sciences plc, London, UK
WP 487 Phosphoproteomic Analysis of Linker Histone H1 from 
Growing and Starved Tetrahymena Cells; Benjamin A. 
Garcia3; Swati Joshi2; C. Eric Thomas3; Raghu Chitta4; Jeffrey 
Shabanowitz4; Neil L. Kelleher3; Craig A. Mizzen3; C. David 
Allis2; Donald F. Hunt4; 1Institute of Genomic Biology, 
Urbana, IL; 2Rockefeller University, New York, NY; 
3University of Illinois at Urbana-Champaign, Urbana, IL; 
4University of Virginia, Charlottesville, VA
WP 488 Detection of Phosphopeptide-Metal Ion Complexes by 
MALDI-MS; Wolfgang H. Fischer1; Jessica D. Read1; 1The 
Salk Institute, La Jolla, CA
WP 489 Combined Enzymatic and Data Mining Approaches for 
Comprehensive Phosphoproteome Analyses in sub-
Cellular Protein Extracts of Macrophages; Maria 
Marcantonio1; Matthias Trost3; Michel Desjardins3; Pierre 
Thibault2; 1Department of Biochemistry, Université de 
Montréal, Montreal, Canada; 2Institute for Research in 
Immunology and Cancer, Montreal, Canada; 3Dept. of Pathol. 
and Cell Biol., Univ. of Montreal, Montreal, Canada
WP 490 Identification of Direct Binding Partners and 
Phosphorylation of Serum Response Factor during 
Myoblast Cell Differentiation using nano-LC-MS/MS and 
MALDI-TOF-TOF; Zhe Zhang1; Xueyin Huang2; Emanuel 
Schreiber3; Balasubramani Manimalha3; Wen Yan2; Billy W 
Day1; Jorge L Sepulveda2; 1Dep. of Pharmaceutical Science, 
U of Pittsburgh, Pittsburgh, PA; 2Department of Pathology, U 
of Pittsburgh, Pittsburgh, PA; 3Genomics and Proteomics 
Core Laboratory, Pittsburgh, PA
WP 491 Phosphorylation of the Cardiac Contractile Apparatus by 
PKC-&beta;2 Evaluated by Stable Isotope Labeling;
Jennifer E. Grant1; Martha M. Vestling2; Jeffery W. Walker1;
1University of Wisconsin Medical School, Madison, WI; 
2University of Wisconsin Department of Chemistry, Madison, 
WI
WP 492 Structural Characterization and Identification of Post-
Translational Modifications of Human eIF3 Protein 
Complex by Nano-LC-LTQ-FTMS; Eugen Damoc1;
Christopher S. Fraser2; Elena Catalina Damoc1; Jennifer A. 
Doudna2; Julie A. Leary1; 1Genome Center, University of 
California, Davis, CA; 2University of California, Berkeley, CA
WP 493 Identification of Post-Translational Modifications on 
Heterochromatin Protein 1 by LC-MS/MS; Hillary A. 
Montgomery1; Holger Dormann2; Jeffrey Shabanowitz1; C. 
David Allis2; Donald F. Hunt1; 1University of Virginia, 
Charlottesville, VA; 2The Rockefeller University, New York, 
NY
WP 494 Metal Nanoparticule based Polymer Monlithic Columns 
Dedicated to the Specific Trapping of Phosphopeptides;
Séverine Le Gac1; François Dupire1; Christian Rolando1;
1Universite des Sciences et Technologies de Lille, Villeneuve 
d'Ascq, France
WP 495 Chemical Approaches for the Identification and 
Quantitative Analysis of Protein Phosphorylation by Mass 
Spectrometry; Eileen M. Woo1; Hironori Funabiki1; Brian T. 
Chait1; 1Rockefeller University, New York, NY
WP 496 Optimizing Isolation and Mass Spectrometric Analysis of 
Phosphopeptides by Microfractionation on Bruker PAC-
MALDI Target Plates; Roland D. Türk1; Dietbert Neumann1;
Helene Rechsteiner2; Theo Wallimann1; René A. Brunisholz2;
1Institute Cell Biology, ETH-Hönggerberg, Zürich, 
Switzerland; 2FGCZ, ETHZ, Switzerland
WP 497 Identification of Phosphorylation Sites on Murine 
&beta;1PIX-a Protein using Fe(III) IMAC Enrichment 
and RP-HPLC-MS/MS Analysis; Erin D. Jeffery1; Mark W. 
Mayhew1; Joy M. Polefrone1; Alan F. Horwitz1; Donald F. 
Hunt1; 1University of Virginia, Charlottesville, VA
WP 498 Determination of the Phosphorylation Sites in Non-
Structural Protein 5A of Hepatitis C Virus by FTICR 
Mass Spectrometry; Oleg N. Kharybin1; Alexander V. 
Ivanov3; Eugene N. Nikolaev2; 1The Institute for Biomedical 
Chemistry, Moscow, Russia; 2The Institute for Energy Probl. 
Chem.Physics, Moscow, Russia; 3Engelhardt Institute of 
Molecular Biology, Moscow, Russia
WP 499 A Sensitive Method For Detecting Phosphorylated 
Tyrosines On a Linear Ion Trap Using Pseudo-MS3; Mark 
Szewc1; Scott Peterman1; Kevin McHale1; Tonya Pekar1;
1Thermo Electron, Somerset , NJ
PROTEIN CONFORMATION II 
WP 500 Exploring the Domain Structure and DNA Binding 
Regions of b Protein from Bacteriophage l by Mass 
Spectrometry; Zengru Wu1; 1The Ohio State University, 
Columbus, OH
WP 501 Disulfide Bond Confirmation of a Humanized anti-C5 
Complement Monoclonal Antibody and its Single Chain 
Homolog by Peptide Mapping; Bruce A. Andrien Jr. 1;
Rekha Patel1; Adam W. Lucka1; 1Alexion Pharmaceuticals 
Inc., Cheshire, CT
WP 502 Ion Mobility as a Tool for Determining Prion 
Conformations and Diagnosing Mad Cow Disease; Megan 
Grabenauer1; Thomas Wyttenbach1; Susan Slade2; Teresa 
Pinheiro2; James Scrivens2; Michael T. Bowers1; 1University 
of California, Santa Barbara, Santa Barbara, CA; 2University 
of Warwick, Coventry, UK
WP 503 Assessing Conformational Heterogeneity of Natively 
Unstructured Proteins with ESI MS; Agya K. Frimpong1;
Igor A. Kaltashov1; 1University of Massachusetts, Amherst, 
Massachusetts
WP 504 Nitration of Tyrosine Residues in Different Isoforms of the 
Prion Protein; Holly D. Cox1; Chris W. Lennon1; Scott P. 
Hennelly1; Michele A. McGuirl1; 1University of Montana, 
Missoula, MT
WP 505 Using Electrospray Ionization Mass Spectrometry to Study 
the Stoichiometry and Surface Areas of Amyloid 
Aggregates of Beta-2-Microglobulin; Kwasi Antwi1; Kevin 
R. Anderson1; R. Srikanth1; Richard W. Vachet1; 1University 
of Massachusetts, Amherst, MA
WP 506 Conformation of (Bio)Molecules in the Gas Phase Studied 
by Fluorescence Resonance Energy Transfer; Maxim 
Dashtiev1; Renato Zenobi1; 1Swiss Federal Institute of 
Technology, ETH, Zuirch, Switzerland
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WP 507 Probing Conformations of Large Proteins by FAIMS: A 
New Characterization Method Based on Direction-Specific 
Ion Mobilities?; Alexandre A. Shvartsburg1; Tadeusz 
Bryskiewicz2; Randy Purves2; Luyi Ding2; David A. Barnett2;
Barbara Ells2; Keqi Tang1; Richard D. Smith1; Roger 
Guevremont2; 1Pacific Northwest National Laboratory, 
Richland, WA; 2Ionalytics/Thermo Electron Corporation, 
Ottawa, Canada
WP 508 Limited Proteolysis and Matrix-Assisted 
Desorption/Ionization Mass Spectrometry for the 
Interpretation of Ribosomal Protein Topography; Daisy M. 
Hamburg1; Moo-Jin Suh1; Patrick A. Limbach1; 1University of 
Cincinnati, Cincinnati, OH
WP 509 Dose-Dependent Protein Oxidative Surface Mapping: A 
Novel Method for Monitoring Protein Conformational 
Change Due to Oxidative Damage; Joshua S. Sharp1; Daniel 
M. Sullivan2; John Cavanagh2; Kenneth B. Tomer1; 1NIEHS, 
Research Triangle Park, NC; 2North Carolina State 
University, Raleigh, NC
WP 510 Quantitative Investigation of the Stability and 
Conformational Change of Protein by Laser Spray Mass 
Spectrometry; Xiangguo Shi1; Atsushi Takamizawa2;
Yoshifumi Nishimura1; Kenzo Hiraoka2; Satoko Akashi1;
1Yokohama City University, Yokohama, Japan; 2University of 
Yamanashi, Kofu, Japan
WP 511 Segmental Charge Distributions of Cytochrome c on 
Transfer into the Gas Phase; Kathrin Breuker1; 1University 
of Innsbruck, Innsbruck, Austria
WP 512 Disulfide Linked Portal Region of CRABP I, Study of the 
Protein and its Interaction with RAR by Mass 
Spectrometry; Virginie Sjoelund1; Igor Kaltashov1;
1University of Massachusetts Amherst, Amherst, MA
WP 513 Protein Surface Mapping Using Peroxynitrite and Mass 
Spectrometry; Mark R. Olbris1; Angela M. Fahey1; Richard 
W. Vachet1; 1University of Massachusetts, Amherst, MA
WP 514 Topologically Informative Residues of Large Proteins Can 
Be Marked by Photochemical Oxidation and Mapped by 
Mass Spectrometry; Carlee McClintock1; Robert L. Hettich2;
1University of Tennessee, Knoxville, TN; 2Oak Ridge National 
Lab, Oak Ridge, TN
WP 515 Photoaffinity Labeling of P450Cam by an Imidazole-
tethered Benzophenone Probe; Michael J Trnka1; Catalin E 
Doneanu2; William F Tragger2; 1University of California, San 
Francisco, CA; 2University of Washington, Seattle, WA
WP 516 Human Amelogenin Degradation by MMP-20 in Tooth 
Enamel Development Studied by SDS PAGE, MALDI 
TOF MS and LC MS/MS; Wu Li1; Sarah Robinson1; Stefan 
Habelitz1; Thuan Le1; Li Zhu1; Shengwu Wang1; Kotaro 
Tanimoto1; Venu Varanasi1; Markus Hardt1; Steven Hall1;
Pamela DenBesten1; H. Ewa Witkowska1; 1UCSF, San 
Francisco, CA
BIOINFORMATICS III 
WP 517 RAAMS: An Algorithm for Automatically Interpreting 
Mass Spectra of 18O Labeled Isotopic Clusters; Christopher 
J Mason1; Jeanette E Eckel-Passow1; Kenneth L Johnson1;
Terry M Therneau1; Ann L Oberg1; David C Muddiman2; H 
Robert Bergen, III1; 1Mayo Clinic College of Medicine, 
Rochester, MN; 2North Carolina State University, Raleigh, 
NC
WP 518 Accurate Mass Triggered MS/MS Enhances Sensitivity 
and Specificity for Verification of Novel Computationally 
Predicted Proteins; Betty Chang1; Sarah Calvo1; David 
Pagliarini2; Vamsi K. Mootha3; Steven A. Carr1; 1Broad 
Institute of MIT and Harvard, Cambridge, MA; 2Center For 
Human Genetic Research, MGH, Boston, MA; 3Department of 
Systems Biology, Harvard Medical Sch, Boston, MA
WP 519 A Fisher Ratio Algorithm for Third Order Separation 
Instrumentation Data to Identify Significant Chemical 
Components when Differentiating Complex Samples;
Karisa M. Pierce1; Jamin C. Hoggard1; Janiece L. Hope1;
Petrie M. Rainey1; Andrew N. Hoofnagle1; Rhona M. Jack2;
Bob W. Wright3; Robert E. Synovec1; 1University of 
Washington, Seattle, WA; 2Children's Hospital Regional 
Medical Center, Seattle, WA; 3Pacific Northwest National 
Laboratory, Richland, WA
WP 520 Accidental Data Independent Collision Induced 
Dissociation on the LTQFT; Shawna M. Hengel1; Scott 
Shaffer1; Gregory Taylor1; Alex Scherl1; Alexandre Masselot2;
Pierre-Alain Binz2; David R. Goodlett1; 1University of 
Washington, Seattle, WA; 2GeneBio, Geneva, Switzerland
WP 521 Sub-ppm Mass Accuracy and Improved Peptide 
Identification from FTMS; Rob Grothe1; Darren Kessner1;
Jon Katz1; David Agus1; Parag Mallick1; 1Cedars-Sinai 
Medical Center, Los Angeles, CA
WP 522 Annotation of the Yeast Proteome with PeptideAtlas;
Nichole L. King1; Eric W. Deutsch1; Jimmy Eng1; Jeff 
Ranish1; Brian Raught4; James Eddes1; Alexey I. Nesvizhskii5;
Parag Mallick6; Daniel B. Martin1; Mark Flory7; Hookeun 
Lee3; Henry Lam1; Ruedi Aebersold1; 1Institute for Systems 
Biology, Seattle, WA; 2Fred Hutchinson Cancer Research 
Center, Seattle, WA; 3Swiss Federal Institute of Technology, 
ETH, Zurich, Switzerland; 4Univeristy of Toronto, Toronto, 
Canada; 5University of Michigan Medical School, Ann Arbor, 
MI; 6Cedars-Sinai Medical Center, Los Angeles, CA; 
7Wesleyan University, Middletown, CT
WP 523 A Cyber Infrastructure for Biomarker Discovery in Mass 
Spectrometry-Based Proteomics; Xiang Zhang1; Seza 
Orcun1; Shrinivas Jandhyala1; Mourad Ouzzani1; Ivan Baxter1;
David E Salt1; Ahmed Elmagarmid1; Fred E Regnier1; V Jo 
Davisson1; Joseph Pekny1; 1Purdue University, West 
Lafayette, IN
WP 524 Quantified Peptide Signal in MALDI-TOF Data; Timothy 
Randolph1; Bree Mitchell1; Dale McLerran2; Paul Lampe2;
Ziding Feng2; 1University of Washington, Seattle, WA; 2Fred 
Hutchinson Cancer Research Center, Seattle, WA
WP 525 Using Data Self-Recalibration and Accurate Mass 
Fingerprint Searching To Enhance Proteomics 
Identifications within Complex Mixtures; Ryan M. Danell1;
Cameron O. Scarlett2; Severine A. Patat2; J. Paul Speir3;
Christoph H. Borchers2; 1Danell Consulting, Greenville, NC; 
2University of North Carolina, Chapel Hill, NC; 3Bruker 
Daltonics, Billerica, MA
WP 526 BioLCCC-MS/MS Tools: a Comprehensive Approach to 
Sequence Dependent Retention Time Prediction; Irina A. 
Tarasova1; Alexander V. Gorshkov2; Victor V. Evreinov2;
Roman A. Zubarev3; Mikhail V. Gorshkov1; 1Institute for 
Energy Problems of Chemical Physics, Moscow, Russia; 
2Institute of Chemical Physics, Moscow, Russia; 3Biological 
and Medical Center, Uppsala University, Uppsala, Sweden
WP 527 Robust, Quantitative Comparison of Features from 
Multiple Mass Spectra; Daniel Fasulo1; Anne-Katrin Emde1;
1Siemens Corporate Research, Princeton, NJ
WP 528 Rapid Microorganism Identification Database (RMIDB);
Nathan J. Edwards1; Fernando Pineda2; 1University of 
Maryland, College Park, MD; 2Johns Hopkins Bloomberg 
School of Public Health, Baltimore, MD
WP 529 NeuroPred: A Tool for Predicting Neuropeptides from 
Prohormones; Andinet Amare1; Bruce R. Southey1; Amanda 
B. Hummon1; Tyler A. Zimmerman1; Sandra L. Rodriguez-
Zas1; Jonathan V. Sweedler1; 1University of Illinois at 
Urbana-Champaign, Urbana, IL
WP 530 SpectraST: An Open-Source MS/MS Spectra-Matching 
Library Search Tool for Targeted Proteomics; Henry Lam1;
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Eric Deutsch1; James Eddes1; Jimmy Eng1; Nichole King1;
Sara Yang2; Jeri Roth2; Lisa Kilpatrick2; Pedatsur Neta2; Steve 
Stein2; Ruedi Aebersold1; 1Institute for Systems Biology, 
Seattle, WA; 2National Institute of Standards and Technology, 
Gaithersburg, MD
WP 531 Combined LC-MS and LC-MS/MS Inferential Framework 
for Reliable and Reproducible Discovery of Candidate 
Biomarkers; O. Vitek1; A. S. Garbutt1; J. S. Eddes1; Daniel 
B. Martin1; R. Aebersold1; 1Institute for Systems Biology, 
Seattle, WA
WP 532 The Hidden Dimension of Peptide Mass Spectra - 
Identification of Characteristic Mass Shifts by Correlation 
Analysis; Michael D. Hoffman1; Matthew J. Sniatynski1;
Jason C. Rogalski1; Juergen Kast1; 1University of British 
Columbia, Vancouver, BC
WP 533 SMART (Search by MAss and Retention Time) - A New 
Tool for HPLC-MALDI MS Peptide Mass Fingerprinting;
Oleg V. Krokhin1; Vic Spicer1; Kenneth G. Standing1; John A. 
Wilkins1; Werner Ens1; 1University of Manitoba, Winnipeg, 
Canada
WP 534 MassSense, a New Software for Peptide Detection and 
Segmentation of Unlabeled Peptide Ions in Comparative 
Proteome Analyses; Gagandeep Jaitly1; Navdeep Jaitly2; Eric 
Bonneil1; Mihaela Ghitun1; Christelle Pomies1; Marie-Helene 
Fortier1; Pierre Thibault1; 1IRIC-Universite de Montreal, 
Montreal, QC; 2Pacific Northwest National Laboratory, 
Richland, WA
WP 535 A Novel Method for Model-Based Feature Extraction in 
Mass Spectra; Karin Noy2; Daniel Fasulo1; 1Siemens 
Corporate Research, Princeton, NJ; 2Ben Gurion University 
of the Negev, Beer-Sheva, Israel
WP 536 Novel Method for Detection of Low Abundant Peaks;
Grzegorz M Boratyn1; Michael Merchant1; Jon B Klein2;
1University of Louisville, Louisville, KY; 2Veterns 
Administration Medical Center, Louisville, KY
WP 537 An Analysis of Search Strategies with the ParagonTM 
Algorithm; Ignat Shilov1; Sean Seymour1; Alpesh Patel1;
Sean Keating1; Alex Loboda1; Christie Hunter1; Daniel 
Schaeffer1; 1Apllied Biosystems, Foster City, CA
WP 538 Reanalysis of Unassigned High Quality Spectra from 
Published Datasets Can Provide Biologically Interesting 
New Insights; Alexey I. Nesvizhskii1; James S. Eddes2; Ruedi 
Aebersold3; 1University of Michigan Medical School, Ann 
Arbor, MI; 2Institute for Systems Biology, Seattle, WA; 3Swiss 
Federal Institute of Technology, Zurich, Switzerland
WP 539 PEAKS-Q: Software for MS-based Quantitative 
Proteomics; Weijie Yang2; Weiwu Chen1; Iain Rogers1; Sean 
Bendall2; Derek Smith3; Bin Ma2; Gilles Lajoie2;
1Bioinformatics Solutions Inc., Waterloo, ON; 2University of 
Western Ontario, London, ON; 3University of Victoria 
Proteomics Centre, Victoria, BC
WP 540 Combining MALDI-FTMS and Biostatistics to Identify 
Biomarkers of Prion Diseases; Joshua J. Schmidt1; Allen 
Herbst2; Sean McIlwain3; David Page3; Judd Aiken2; Lingjun 
Li1; 11. School of Pharmacy, University of Wisconsin, 
Madison, WI; 2Animal Health and Biomedical Sciences, U. of 
WI, Madison, WI; 3Department of Statistics, U. of Wisconsin, 
Madison, WI
WP 541 A Reference Library of Peptide Ion Fragmentation 
Spectra: Yeast; Steve Stein1; Lisa Kilpatrick2; Pedatsur 
Neta1; Jeri Roth1; Xiaoyu (Sara) Yang1; 1NIST, Gaithersburg, 
MD; 2NIST-HML, Charleston, SC
WP 542 The Use of TOF-MS and Chememetrics to Dscriminate 
Organically and Conventionally Grown Grapefruit; Pei 
Chen1; Gene E Lester2; McAuley Brandon1; Meyer Robert 2;
Harnly James1; 1USDA,, Beltsville Hhuman Nutrition Resarch 
Center, Beltsville, MD; 2USDA, Agricultural Research 
Service, Weslaco, TX
WP 543 ProRata: a Software Package with Improved Point and 
Interval Estimation of Protein Abundance Ratio for 
Quantitative Shotgun Proteomics; Nagiza F Samatova1;
Chongle Pan1; Guruprasad Kora1; David Tabb1; W. Hayes 
McDonald1; Dale Pelletier1; Greg Hurst1; Robert Hettich1;
1Oak Ridge National Laboratory, Oak Ridge, TN
WP 544 Evaluation of Mass Spectrometry-Based Identification of 
Plant Proteins with Different Existing Sequence Databases 
and a New Non-Redundant Compiled Database; Kris 
Laukens1; Filip Lemière1; Eric Bonnet2; Eddy L. Esmans1;
Harry A. Van Onckelen1; Geert De Jaeger2; Erwin J. Witters1;
1University of Antwerp, Antwerp, Belgium; 2Ghent University, 
Ghent, Belgium
WP 545 How Much Data is Lost and How Do We Check?: Pushing 
the Limits of Data Preprocessing by Weighting Different 
Converters; Ali Alkaabi1; Christian Panse1; Bernd 
Roschitzki1; Frank Potthast1; Ralph Schlapbach1; Bertran 
Gerrits1; 1Functional Genomics Center Zurich, Uni/ETH 
Zurich, Zurich, Switzerland
WP 546 Selection of Protein Database for DB Searches as a Crucial 
Factor in Large Scale Proteomics Comparison Studies;
Michael Andersen1; Soeren Schandorff1; Hans Jespersen1; Ole 
Vorm1; Alexandre Podtelejnikov1; 1Proxeon, Odense, 
Denmark
WP 547 An Innovative Approach to Quality Assessment of Tandem 
Mass Spectra; Seungjin Na1; Eunok Paek1; 1University of 
Seoul, Seoul, Korea
WP 548 The Plastid Proteomics Data Base; an Integrative 
Proteomics Data Base for Plastid Proteomes of 
Arabidopsis Thaliana and Maize; Qi Sun1; Andrea Rudella1;
Giulia Friso1; Wojchiech Majeran1; Jimmy Ytterberg1; Lisa 
Giacomelli1; Jie An1; Heidi Rutschow1; klaas van Wijk 1;
1Cornell University, Ithaca, NY
PROTEOMICS:  BIOMARKERS 
WP 549 Protein Marker and Antibody Characterization by Top-
down Quadrupole-Fourier Transform Mass Spectrometry 
Analysis; Shaun M. McLoughlin1; Scott E. Warder1; Richard 
D. Burton1; Laura J. Miesbauer1; Joseph L. Meuth1; Tamara J. 
Strelitzer1; Robert W. Johnson1; John C. Rogers1; 1Abbott 
Laboratories, Abbott Park, IL
WP 550 Dietary Biomarkers can be Detected by MALDI-TOF in a 
Dose-Dependent Manner and Across Different Study 
Populations; Heather Ann Brauer1; Yutaka Yasui2; Johanna 
W. Lampe1; Paul D. Lampe1; 1Fred Hutchinson Cancer 
Research Center, Seattle, WA; 2University of Alberta, 
Edmonton, Edmonton, Canada
WP 551 Differential Proteomic Analysis of Protein Expression and 
Localization During Osteoclastogenesis; Cornelia Czupalla1;
Eberhard Krause2; Theresia Pursche1; Bernard Hoflack1;
1Biotechnological Center, University of Technology, Dresden, 
Germany; 2Institute of Molecular Pharmacology, Berlin, 
Germany
WP 552 Direct Maldi (Dt-Maldi) Identification of Histone 2a2, 
Tubulin ß-2 Chain, Myelin Basic Protein in Human and 
Murine Cells And Tissues; P H Pevsner1; F Naftolin1; D 
Hillman1; Joseph P Fox1; BK Stall1; DC Miller1; D Keegan1; E 
Newcomb1; A Fadiel2; S Wishnie3; F Licciardi1; J Grifo1; A 
Stern1; H Samuels1; 1NYU, New York, NY; 2Yale, New Haven, 
CT; 3Shimadzu, Columbia, MD
WP 553 Proteomic Biomarker Discovery Associated with the JNK 
Pathway and Fibrosis; Lilly Wong1; Dunrui Wang1; Quang 
Pham1; Christian R. Lombardo1; 1Celgene, San Diego, CA
WP 554 Analysis of Extracellular Matrix Proteins Expressed 
during Osteoblast Differentiation by Differential 
54th ASMS Conference on Mass Spectrometry 97S
Expression Profiling; Takako Miyamoto1; Hisaaki 
Taniguchi1; 1University of Tokushima, Tokushima, Japan
WP 555 Temporal Analysis of the Rat Urinary Proteome as a 
Window Into Kidney Maturation; Richard Lee1; Mohini 
Lutchman1; Flavio Monigatti1; Bogdan Budnik1; Thomas 
Patterson1; Andrew Briscoe1; Zach Waldon1; Brian Hekking1;
Judith Steen1; Michael Freeman1; Hanno Steen1; 1Children's 
Hospital Boston/Harvard Medical School, Boston, MA
WP 556 Identification of Chlamydia pneumoniae Antigens Via 
Immuno&Minus;Proteomics Using High Resolution 
FTICR Mass Spectrometry; Iuliana Susnea1; Sebastian 
Bunk1; Corinna Hermann1; Michael Przybylski1; 1University 
of Konstanz, Konstanz, Germany
WP 557 Construction of the Proteomic Profiles on Human Kidney 
Cancer Tissues using the NBS Method; Taro Masuda1;
Noboru Okamura2; Kazuki Suganuma1; Hisato Tanaka2;
Makoto Watanabe1; Ei-ichi Matsuo1; Susumu Tsunasawa1;
Akinobu Gotoh2; Toshiro Shirakawa2; Shuji Terao2;
Katsuhiko Okumura2; Osamu Nishimura1; 1Life Science 
Laboratory, Shimadzu Corporation, Kyoto, Japan; 2Kobe 
University Graduate School of Medicine, Kobe, Japan
WP 558 Differential Expression of Vitreous Proteins in 
Proliferative Diabetic Retinopathy (PDR); Jungeun Park1;
Sang Jin Kim1; Sangmi Kim1; Hong Kyu Lee1; Kyong Soo 
Park1; Hyeong Gon Yu1; Youngsoo Kim1; 1Seoul National 
University, College of Medicine, Seoul, South Korea
WP 559 Top Down Sequencing of Apolipoprotein A-I for the 
Identification of Mutations and Post-translational 
Modifications; Michael J. Roth1; Baohai Shao2; Jay W. 
Heinecke2; Neil L. Kelleher1; 1University of Illinois Urbana-
Champaign, Urbana, IL; 2University of Washington, Seattle, 
WA
WP 560 Endogenous Peptide Biomarker Quantitation in Biological 
Fluids using On-line Immunoaffinity LC/MS/MS on a 
Triple Quadrupole, AQUA+: What Happens after 
Discovery?; Dawn R Dufield1; Michael Schlittler1; Mollisa 
Elrick1; Olga Nemirovskiy1; Kevin Duffin2; Micky 
Tortorella1; Anne-Marie Malfait1; Elizabeth Arner1; 1Pfizer, 
St. Louis, MO; 2Eli Lilly, Indianapolis, IN
WP 561 Proteomic Profile of Keartinocytes and Skin in Response 
to the Induction of UV-Irradiation and Chemical-
Toxicant; Shuqing Liu1; Ming-Zhong Sun1; Liming Liu1;
Thomas S McComick1; Kevin D Cooper1; Mark R Chance1;
1Case Western Reserve University, Cleveland, OH
WP 562 Imaging via LA-ICP-MS: Measurement of Cancer 
Biomarkers; Cameron McLeod1; J. Seuma1; J. Bunch1; A. 
Cox1; C. Murray2; 1University of Sheffield, Sheffield, UK; 
2Medical Solutions, Nottingham, UK
WP 563 Technical Versus Biological Variations in LC-MS Analysis 
of Complex Biological Samples; Sudha Rajagopalan1; Nicole 
Kawachi1; Peicheng Du1; Abadi Negassa1; Edward Nieves1;
Ruth Angeletti1; Michael Prystowsky1; 1Albert Einstein 
College of Medicine, Bronx, NewYork, NY
WP 564 Early Detection of Ragwort Toxicosis: Analysis of 
Dehydromonocrotaline (DHM) Adducts of Proteins and 
Peptides; Rowan E. Moore1; Sallyann V. Wales1; Phillip D. 
Whitfield1; Derek C. Knottenbelt1; Robert J. Beynon1;
1University of Liverpool, Liverpool, UK
WP 565 Covalent Adducts Arising from Reaction of Cytochrome C 
with a Series of Lipid Hydroperoxides; Michelle V. 
Williams1; John S. Wishnok1; Steven R. Tannenbaum1;
1Massachusetts Institute of Technology, Cambridge, MA
WP 566 2D/MS Proteomic Study for the Discovery of New 
Biomarkers Candidates of Colorectal Cancer; Richard 
Joubert1; Petra Prefot1; Gitte Boehm1; Juergen Schaefer1; Josef 
Schwarz1; 1Proteome Sciences R&D GmbH & Co KG, 
Frankfurt, Germany
WP 567 Tandem Mass Spectrometry for the Identification and 
Detection of Fungal Plant Pathogens; Neerav D. Padliya1;
Wesley M. Garrett1; Kimberly B. Campbell1; Jian Feng2;
Daniel Q. Naiman2; Bret Cooper1; 1U.S. Department of 
Agriculture, Beltsville, MD; 2Johns Hopkins University, 
Baltimore, MD
WP 568 Differential Proteomics Analysis of Osteoarthritis and 
Control Synovial Fluids; Linhong Jing1; Mary C. 
Charlesworth1; James T. Bronk1; Benjamin Madden1; Melinda 
Miller1; Linda Benson1; H. Robert Bergen, III1; Mark E. 
Bolander1; 1Mayo Clinic College of Medicine, Rochester, MN
WP 569 Ambient Temperature Effects on the Drosophila
Proteome: An Age-dependent Profile; Renã A. Sowell1;
John F. Kellie1; Thomas C. Kaufman1; David E. Clemmer1;
1Indiana University, Bloomington, IN
WP 570 Human Tumor Metastasis: Identification of 
Posttranslational Modifications Using On-line Intact 
Protein Molecular Mass Characterization and Tandem 
Mass Spectrometry; Paweena Kreunin1; Chul Yoo1; Virginia 
Urquidi2; David M Lubman1; Steve Goodison2; 1University of 
Michigan, Ann Arbor, MI; 2University of Florida, 
Jacksonville, FL
WP 571 Reproducible Protein Markers of Osmoregulation in 
Mouse Kidney Cell Cultures; Lewis M. Brown1; Christopher 
J. Rivard2; Juan M. Capasso2; Tomas Berl2; 1U. of Colorado at 
Denver and Health Sciences Ctr., Aurora, CO; 2U. of 
Colorado at Denver and Health Sciences Ctr., Denver, CO
WP 572 Sequential Solubilization of Proteins from Biopsies from 
Inclusion Body Myositis compared to Polymyositis or 
Normal Muscle: A Proteomic Analysis; Ronan Walsh1;
David Sarracino2; Anthony Amato1; Bryan Krastins2; Steven 
Greenberg1; Kenneth Parker1; 1Brighman and Women's 
Hospital, Boston, MA; 2Harvard Partners Center for Genetics 
& Genomics, Cambridge, MA
WP 573 Proteomics of a Drosophila Model of Parkinson's Disease;
Zhiyin Xun1; Renã Sowell1; Thomas C. Kaufman1; David E. 
Clemmer1; 1Indiana University Bloomington, Bloomington, IN
WP 574 Marker Peptide Screening in Macrophages and 
Neutrophils by Whole Cell MALDI: Thymosin beta-4 in 
Macrophages; Lakshmi Kannan1; Narayan Rath2; Rohana 
Liyanage3; Jackson Lay, Jr. 3; 1Cell & Molecular 
Biology/University of Arkansas, Fayetteville, AR; 2United 
States Department of Agriculture/ARS, Fayetteville, AR; 
3Chemistry and Biochemistry/University Arkansas, 
Fayetteville, AR
WP 575 Differential Proteomic Analysis of Articular Cartilage 
Tissue from Normal and Osteoarthritic Patients; Amanda 
L Bemis1; Zhiyong Yang1; Wei Liu1; Eunice Wang1; Carl 
Flannery1; Elisabeth Morris1; Yong C Qiu1; Jiang X Wu1;
1Wyeth Research, Cambridge, MA
WP 576 Biomarker Studies Using the Phosphoproteome; Thomas 
De Vijlder1; Kris Laukens1; Filip Lemière1; Walter Van 
Dongen1; Robin Tuytten1; Eddy L. Esmans1; Harry A. Van 
Onckelen1; Marleen Maras1; Wim De Coen1; Erwin J. 
Witters1; 1University of Antwerp, Antwerp, Belgium
WP 577 Proteomic Analysis of High-Grade Dysplastic Cells 
Obtained From ThinPrep® Cervical Slides Using Laser 
Capture Microdissection and Mass Spectrometry; Ye Gu1;
Shiaw-Lin Wu1; William Hancock1; Barry Karger1; Jane 
Meyer2; David Hanlon2; James Linder2; Larry Burg2; 1Barnett 
Institute, Northeastern University, Boston, MA; 2Cytyc 
Corporation, Marborough, MA
PROTEOMICS:  TECHNIQUE COMPARISONS 
WP 579 Proteomic Comparison of Muscle Biopsies from Inclusion 
Body Myositis, Non-specific Myositis, and Normal Muscle;
Kenneth Parker1; Ronan Walsh1; Bryan Krastins2; Anthony 
Amato1; Stephen Greenberg1; David Sarracino2; 1Brighman 
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and Women's Hospital, Boston, MA; 2Harvard Partners 
Center for Genetics & Genomics, Cambridge, MA
WP 580 Comparison of Bottom-Up Protein Identification Methods;
Magnus Palmblad1; Laurence V Bindschedler1; Trevor M 
Gibson1; Rainer K Cramer1; 1The University of Reading, 
Reading, UK
WP 581 Comprehensive Analysis Luminal Plasma Membrane 
Proteins in Endothelium of Rat Lung in vivo; Yan Li1; Hui-
luen Huang1; Jing-yi Yu1; Eberhard Durr2; Phil Oh1; Jan 
Schnitzer1; 1Sidney Kimmel Cancer Centre, San Diego, CA; 
2Merck & Co., Inc, Philadelphia, PA
WP 582 Analysis of Protein Mixtures by Mass Spectrometry: An 
Information Theory Study based on Computer Simulation;
Jian Liu1; Paul Chrisman1; David Erickson1; Scott A. 
McLuckey1; 1Purdue University, West Lafayette, IN
WP 583 Increasing the Number of Identified Peptides with High 
Measured Mass Accuracy on CID Fragments; Alexander 
Scherl1; Manhong Wu2; Scott Shaffer1; Gregory K. Taylor1;
Alexandre Masselot3; Pierre-Alain Binz3; Samuel I. Miller2;
David R. Goodlett1; 1Dpt. of Med. Chemistry, University of 
Washington, Seattle, WA; 2Dpt. of Microbiology, University of 
Washington, Seattle, WA; 3GeneBio SA, Geneva, Switzerland
WP 584 Optimizing Chemical Cleavage for LC-MS Profiling; Joerg 
Karolat1; Rebecca Sutphen1; Ted Gauthier2; Richard Yip1;
John Koomen1; 1H. Lee Moffitt Cancer Center & Research 
Institute, Tampa, FL; 2University of South Florida Chemistry 
Department, Tampa, FL
WP 585 Comparison of LC-ESI MS/MS and LC-MALDI 
TOF/TOF Analysis of iTRAQ Labeled Complex Samples;
Leanne B Ohlund1; Darryl B Hardie1; Phil Jakubowski1;
Derek S Smith1; Monica Elliott1; Axel Bergman2; Domanik 
Domanski1; 1University of Victoria, Victoria, Canada; 
2iCapture Centre, Vancouver, Canada
WP 586 Data-Directed Versus Targeted MS/MS For Protein 
Identification Of Complex Proteomics Samples; Tom A. 
van de Goor1; Mihaela Ghitun2; Eric Bonneil2; Pierre 
Thibault2; Christine Miller1; 1Agilent Technologies, Santa 
Clara, CA; 2Universite de Montreal, Montreal, Canada
WP 587 Comparison of Protein/Peptide Analysis using Two 
Techniques: Nanolc MALDI MS/MS and NanoLC ESI 
MS/MS; Sandra Hofmann1; Matthias Glückmann2; Jacqueline 
Burré1; Tobias Beckhaus1; Malte Schürken1; Herbert 
Zimmermann1; Walter Volknandt1; Michael Karas1; 1J.W. 
Goethe University, Frankfurt am Main, Germany; 2Applied 
Biosystems, Darmstadt, Germany
WP 588 Benchmarking the Performance of a New Search 
Algorithm; Lauren K. Mansfield1; Alpesh A. Patel1; Sean L. 
Seymour1; 1Applied Biosystems, Foster City, CA
WP 589 Proteome vs. Transcriptome: Comparisons between 
Microarray Data and Proteomics Data for the Organism 
Yersinia pestis; Kim K. Hixson1; Mary S. Lipton2; Harold R. 
Udseth1; Sandra McCutchen-Maloney3; 1Environmental 
Molecular Sciences Laboratory/PNNL, Richland, WA; 
2Pacific Northwest National Laboratory, Richland, WA; 
3Lawrence Livermore National Laboratory, Livermore, CA
WP 590 Investigation of LC-MALDI Matrix Spotting for Improved 
TOF/TOF Analysis by Combined Spotting and Acquisition 
Strategies; Darryl Hardie1; Philip Jakubowski1; Angela 
Jackson1; Leanne Ohlund1; 1UVic Genome B.C. Proteomics 
Centre, Victoria, Canada
WP 591 Complimentary Techniques for Protein Separation and 
Identification by MS in Animal Models of Heart Failure;
Irina Neverova1; Jennifer E. Van Eyk2; 1Queen's University, 
Kingston, Ontario, Canada; 2Johns Hopkins University, 
Baltimore, MD
WP 592 Withdrawn
WP 593 Quantitative Evaluation of Product Ion Abundances from 
the Top-down and Bottom-up Dissociation of S. aureus
and E. coli Dihydroneopterin Aldolase; Gwynyth 
Scherperel1; Katherine Rank1; Gavin E. Reid1; 1Michigan 
State University, East Lansing, MI
WP 594 Combined Power of High-Throughput MALDI-TOF/TOF 
and Sensitive Nano-LC-MS/MS Analyses in Protein 
Identification For 2D Gel Separated Samples; Sabine 
Baumgart1; Robert W. Sherwood1; Sheng Zhang1; 1Cornell 
University, Ithaca, NY
WP 595 Flagellar Protein Identification: Nano-LC MALDI-FTMS 
Versus Automated Nano-LC On-Chip ESI-FTMS; Sarah R. 
Hart1; Stephen C.C. Wong1; Simon J. Gaskell1; 1The 
University of Manchester, Manchester, UK
WP 596 Comparative Methods for Native Serum Peptides Analysis 
by an oMALDI QqTOF Mass Spectrometer; Chris Lock1;
Suzanne Ackloo1; Ken Evans2; John Marshall3; 1MDS Sciex, 
Concord, Canada; 2Ontario Cancer Research Network, 
MaRS, Toronto, Canada; 3Ryerson University, Toronto, 
Canada
WP 597 Forbidden Zones in Proteomics and its Ramifications and 
Possibilities for Analysis of Complex Protein Mixtures;
Jennifer L Frahm1; Brian E Howard1; Steffen Heber1; David C 
Muddiman1; 1North Carolina State University, Raleigh, NC
WP 598 Investigation of Multi-Dimensional Chromatography 
Coupled with Mass Spectrometry for the 2D 
Prefractionation of Intact Proteins from Complex 
Matrices; Andy D. Mahan1; John A. Masucci1; Bill J. Jones1;
Gary W Caldwell1; 1Johnson and Johnson Pharmaceutical 
R&D LLC, Spring House, PA
WP 599 Comparison of Protein Identification by Two-Dimensional 
Liquid Chromatography Mass Spectrometry Using pH or 
Salt Elution; Hu Zhou1; Qing-Run Li1; Jie Dai1; Rong Zeng1;
1Shanghai Institutes for Biological Sciences, Shanghai, China
WP 600 Shotgun Proteomic Analysis of Streptomyces scabies by 
Quadrupole Linear Ion Trap Mass Spectrometry Using 
Three Prefractionation Methods; Sheng Zhang1; David 
Schneider2; Madhumita Joshi3; Robert Sherwood1; Rosemary 
Loria3; 1Proteomics Core Facility, Cornell University, Ithaca, 
NY; 2US Plant Soil and Nutrition Laboratory, Ithaca, NY; 
3Plant Pathology, Cornell University, Ithaca, NY
WP 601 Multi-Platform Proteomic Study of Human Follicular 
Fluid; Georgia Dolios1; Martha Luna2; Alan Copperman2;
Rong Wang1; 1Mount Sinai School of Medicine, New York, 
NY; 2Reproductive Medicine Associate of New York, New 
York, NY
WP 602 Gel- and Gas-Phase Enhanced Tandem MS Analyses 
Applied to Organellar Proteomics; Sebastian Wiese1;
Thomas Gronemeyer1; Rob Ofman2; Ronald Wanders2;
Helmut E. Meyer1; Bettina Warscheid1; 1Medical Proteom-
Center, Ruhr-University Bochum, Bochum, Germany; 
2University of Amsterdam, Amsterdam, Netherlands
WP 603 Comparison of Proteomic Methods for Tear Profiling; Kari 
B. Green-Church1; Kelly K. Nichols1; Ronelito J. Perez1;
Bryan M. Ham1; Nan M. Kleinholz1; Rhonda L. Pitsch2; Jason 
J. Nichols1; 1The Ohio State University, Columbus, OH; 
2Henry M. Jackson Found. for the Adv. of Mil. Med., Dayton, 
OH
WP 604 Data-Dependent Electron Capture Dissociation (ECD) for 
the Characterisation of Signalling Proteins; Helen J. 
Cooper1; Andrew J. Creese1; John K. Heath1; Robert H. 
Insall1; 1University of Birmingham, Birmingham, UK
WP 605 Comparative Analysis of Protein Identification Data from 
Direct LC-MS/MS and 1D-SDS-PAGE-LC-MS/MS on 
ING1 Co-Immunoprecipitate; Morgan F. Hughes1; Michael 
W. Russell1; Karl T. Riabowol1; David C. Schriemer1;
1University of Calgary, Calgary, Canada
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WP 606 Label-free Quantitative Proteomics: Understanding the 
Role of Chromatographic Separation to Overall 
Information Content by High Resolving Power FTMS;
Matthew T. Mazur1; Fanyu Meng1; Yi Du1; Ekaterina G. 
Deyanova1; Weixun Wang1; Nathan A. Yates1; Ronald C. 
Hendrickson1; 1Merck Research Laboratories, Rahway, NJ
PROTEOMICS:  SAMPLE PREPARATION III 
WP 607 A rapid MALDI/TOF Procedure for the Analysis of Intact 
Hydrophobic Proteins; Mahbod Hajivandi1; Mike Blanton2;
Marshall Pope1; 1Invitrogen, Carlsbad, California; 2TTHSC, 
Lubock, Texas
WP 608 Efficient Trypsin, ArgC- and LysC-Like Digestion 
Procedures, Exploiting One Enzyme and Chemical 
Modifications to Facilitate Protein Characterization and 
Identification; Tsetska Takova2; Sven Andrecht1; Anja 
Seiler1; Robertus Hendriks1; 1Merck KGaA, Darmstadt, 
Germany; 2EMD Biosciences, Inc., Madison, WI
WP 609 A Comparison of Three Sample Preparation Methods for 
a Mass Spectrometry Based Assay for Cardiac Troponin T 
in Rat Plasma; Van M. Hoang1; Caroline K. Ferraro1; Frank 
D. Sistare1; William H. Schaefer1; 1Merck & Co., Inc., West 
Point, PA
WP 610 C-Terminal Charge-Tagging of Proteins for the 
Sequencing with MALDI-MS; Takashi Nakazawa1; Minoru 
Yamaguchi2; Kimiko Nishida1; Mutsumi Oka1; Ayako 
Hamazaki1; Hiroki Kuyama2; Eiji Ando2; Taka-aki Okamura3;
Norikazu Ueyama3; Shigemi Norioka3; Susumu Tsunasawa2;
1Nara Women's University, Nara, Japan; 2Shimadzu 
Corporation, Kyoto, Japan; 3Osaka University, Osaka, Japan
WP 611 A Combined Solid Phase Extraction LCMS Approach for 
Identification of Peptides in Meat; Meelis Tikk1; Caroline 
Nebel1; Henrik J. Andersen1; 1Danish Institute of Agricultural 
Sciences, Tjele, Denmark
WP 612 Direct Desorption of in-situ Digested Immobilised Proteins 
Following Separation using 1D-HPLC and Automated 
Robotic Sample Deposition; Helen V. Montgomery1;
Cornelia Koy2; Thomas Deierling2; Michael O. Glocker2;
Koichi Tanaka3; 1Koichi Tanaka Mass Spec Research 
Laboratory, Manchester, UK; 2Proteome Center, Univ. of 
Rostock, Rostock, Germany; 3Shimadzu Corporation, Kyoto, 
Japan
WP 613 De novo Sequencing of Peptide on MALDI-TOF MS 
Target Plate by Chemical Reaction; Kenji Miyazaki1;
Hiroaki Torii1; Reiji Teramoto1; Ken'ichi Kamijo1; Akira 
Tsugita1; 1Proteomics Research Center, NEC corp., Tsukuba, 
Japan
WP 614 Antigen Retrieval Facilitates Proteomic Analysis of 
Formalin-Fixed Brain Tissues; Mark J Raftery1; Farid 
Rahimi2; Glenda M Halliday2; Carolyn L Geczy1; Claire E 
Shepherd2; 1University of New South Wales, Sydney, 
Australia; 2Prince of Wales Medical Research Institute, 
Sydney, Australia
WP 615 Evaluation of LC-ESI/LC-MALDI MS in the Analysis of 
Photosystem I and II-Complex of Barley; Marten F. Snel1;
Diana Uria1; Therese McKenna1; James Langridge1; Alistair 
Wallace1; Bernhard Granvogl2; V. Reisinger2; Lutz A. 
Eichacker2; 1Waters, Manchester, UK; 2Ludwig-Maximillians-
Universitaet, Munich, Germany
WP 616 Rapid and Time-controlled Protein Digest by Trypsin-
coated Magnetic Particles prior to Mass Spectrometric 
Analysis; Sylvia Tigrett1; Michel Canton1; Thomas Elssner2;
Markus Kostrzewa2; Karine Pacaud-Mercier1; 1Agro-Bio, La 
Ferte St Aubin, France; 2Bruker, Leipzig, Germany
WP 617 A Method for Controlling the Post Sampling Stability of 
Proteomics Samples; Karl Sköld1; Marcus Svensson1; Per 
Svenningsson2; Göran Palmers3; Per E Andren1; 1Lab for 
Biological and Medical Mass Spectrometry, Uppsala, Sweden; 
2Karolinska Institute, Stocholm, Sweden; 3Denator 
Biotechnology, Göteborg, Sweden
WP 618 Proteomic Analysis of the Arabidopsis thaliana
Endomembrane Compartment using Alternative 
Extraction Techniques; Srijeet K. Mitra1; John A. Gantt1;
James F. Ruby1; Steven D. Clouse1; Michael B. Goshe1;
1North Carolina State University, Raleigh, NC
WP 619 Evaluation of In-Gel Protein Digestion Extraction 
Protocols: How Important are the Steps Involved?;
Stephen Macha1; Susan Russell1; Larry Sallans1; Patrick 
Limbach1; 1University of Cincinnati, Cincinnati, OH
WP 620 Improved Sample Preparation Method for 
Characterization of Postranslational Modifications at the 
Low-Nanogram Protein Levels using Nano-LC LTQ-FT 
MS; Lingyun Li1; Tomas Rejtar1; Shujia Dai1; Barry L. 
Karger1; 1Northeastern University, Boston, MA
WP 621 Identification and Quantification of Secreted Proteins and 
Cell Surface Proteins from Solid Tissues; Yuan Tian1; Yong 
Zhou1; Ruedi Aebersold1; Hui Zhang1; 1Institute for 
Systemsbiology, Seattle, WA
WP 622 Experimental Approach For Large-Scale Proteome 
Measurements From Small Amounts (low mg) Of 
Microbial Cultures; Melissa R. Thompson1; Jennifer M. 
Froelich3; Brian Erickson2; Nathan C. VerBerkmoes1; Robert 
L. Hettich1; 1Oak Ridge National Laboratory, Oak Ridge, TN; 
2University of Tennessee, Knoxville, TN; 3Michigan State 
University, East Lansing, MI
WP 623 Target Protein Identification - Cross-linking Radiolabeled 
& Photoreactive Probes with Proteins, Followed by Mass 
Spectrometry; Hideji Fujiwara1; Antony Yem1; Jerry Colca1;
Olga Nemirovskiy1; Melissa Radabaugh1; Connie Evans1;
Heidi Hope1; Richard Head1; W. Rodney Mathews1; 1Pfizer 
Inc., Chesterfield, MO
WP 624 Profile of Secreted Proteins from Primary Human 
Chondrocytes Using a Reversible Gel Cell Encapsulation 
Culture System; Michael D. Knierman1; Dennis A. Laska1;
Richard E. Higgs1; Kevin L. Duffin1; John E. Hale1; 1Eli Lilly 
and Co., Greenfield, IN
WP 625 Levitated Droplet and Dried Droplet Sample Preparation 
Strategies with Alternative Ionic Compounds and 
Common Matrices Applied to Hydrophobic Protein 
Sequencing; Diem Ly Van1; Teresita M. Cruz Sanchez1;
George Agnes1; 1Simon Fraser University, Burnaby, BC, 
Canada
WP 626 On-line HPLC/UV/MS Detection and Characterization of 
Leachables from Protein Drugs using a Reverse Phase 
Phenyl Column; Lin Zhu1; Anneli Depaolis1; Ghobrial 
Ibrahim1; Basant Sharma1; 1GBSC/Centocor, Raritan, , NJ
WP 627 Prespotted AnchorChip Targets as Archiving Platform for 
Proteomics Samples; Christine Luebbert1; Christian 
Ziegmann2; Detlev Suckau1; Oksana Gvozdyak3; Martin 
Schuerenberg1; 1Bruker Daltonik GmbH, Bremen, Germany; 
2Eppendorf Polymere GmbH, Oldenburg, Germany; 3Bruker 
Daltonics, Billerica, MA
WP 628 Transcriptional and Post-Transcriptional Mechanisms of 
Human COX-2 Gene Regulation by DNA/RNA-Affinity 
Capture-mLC/MS/MS; Thomas K. Bane1; 1City of Hope 
National Medical Center, Duarte, CA
WP 629 Mechanistic Studies of a Two-Step Formaldehyde Cross-
linking Reaction by Mass Spectrometry; Judy Toews1; Peter 
Schubert1; Juergen Kast1; 1The Biomedical Research Centre, 
UBC, Vancouver, Canada
WP 630 Identification of Protein-Protein Interaction Sites Using 
Molecular Pendants, Affinity Chromatography and Mass 
Spectrometry; Jason G Williams1; Katina Johnson1; Kenneth 
B Tomer1; 1National Institute of Environmental Health 
Science, RTP, NC
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PROTEOMICS:  2D ELECTROPHORESIS 
WP 636 Proteomic Analysis of Differential Expressed Protein by 
Proteasome Inhibitor MG132 and Heat Shock Stress;
Jaeho Jeong1; Yung Hee Kim1; Ah-Ran Kim1; Kong-Joo Lee1;
1Center for Cell Signaling Research, Seoul, Korea
WP 637 Proteomic Analysis of Intestinal Epithelial Cells Along 
Crypt - Villus Axis; Jinsook Chang1; John M. Mariadason2;
Mark R. Chance1; 1Case Western Reserve University, 
Cleveland, OH; 2Albert Einstein College of Medicine, Bronx, 
NY
WP 638 Changes in Ribosomes Associated with Drug Resistance;
Faith A Hays1; Catherine Fenselau1; 1University of Maryland, 
College Park, MD
WP 639 Alterations in Protein Expression Associated with 
Neuroprotection: Investigation of the Mechanism Using 
Novel Multicolor Fluorescent Zdyes and 2DE; Britt 
Alsaker1; David Fouchard1; Kevin Spicka1; Rajani Gurrum1;
Paul Grieco1; Duane Mooney1; Don Thorne3; Melodie 
Weller2; David Poulsen2; Edward Dratz1; 1Montana State 
University, Bozeman, MT; 2University of Montana, Missoula, 
Montana; 3Zdye, LLC, Bozeman, MT
WP 640 Development and Use of Image Merging Software to 
Increase the Dynamic Range of Protein Detection in 
Fluorescently Labeled 2D Gels; Mark K Clements1; Brian 
Bothner1; Don Thorne2; Edward Dratz1; 1Montana State 
University, Bozeman, MT; 2Zdye, LLC, Gallatin Gateway, MT
WP 641 Zdyes: A New Differential Fluorescent 2D Gel Approach 
and Agilent ChipLC analysis of the Yeast Alpha Mating 
Factor Response; Matt Shipman1; David Fouchard1; Rajaiah 
Gurram1; Kevin Spika1; Duane Mooney1; Walid Maaty1;
Linda Hyman1; Kathy Sheehan1; Mark Clements1; Jonathan 
Hilmer1; Don Thorne2; Paul Grieco1; Edward Dratz1;
1Montana State University, Bozeman, MT; 2Zdye LLC, 
Gallatin Gateway, MT
WP 642 Differential Proteomic Analysis of Hyperthermophilic 
Virus-Infected Sulfolobus Sulfataricus Archaea using 2DE 
DIGE and Novel Multicolor Fluorescent Zdyes; Walid 
Maaty1; Britt Alsaker1; David Fouchard1; Kevin Spicka1;
Rajaiah Gurram1; Mark Clements1; Jonathan Hilmer1; Paul 
Grieco1; Don Thorne2; Brian Bothner1; Edward Dratz1;
1Montana State University, Bozeman, MT; 2Zdye, LLC, 
Gallatin Gateway, MT
WP 643 Improved MS-Compatibility of Silver Nitrate-Stained 
Proteins from 2-DE Gels by Use of ZipPlates for the In-Gel 
Digest; Grit Nebrich1; Marion Herrmann1; Dijana Sagi1;
Joachim Klose1; Patrick Giavalisco1; 1Charité - Institute for 
Human Genetics, Berlin, Germany
WP 644 Alternations in Mouse Liver Endosomal Protein Profiles 
Induced by Apoliprotein E and B100 Deficiency; Anshu 
Chen1; Hong Yang1; DongFang Wu1; ZhongMao Guo1;
1Meharry Medical College, Nashville, TN
PROTEOMICS:  QUANTITATION TECHNIQUES III 
WP 645 Quantitative Mass Spectrometric Immunoassay 
permutations in the MALDI endeavor toward Clinical 
Proteomics; Kemmons A. Tubbs1; Urban A. Kiernan1; Eric E. 
Niederkofler1; Dobrin Nedelkov1; Allan L. Bieber1; Randall 
W. Nelson1; 1Intrinsic Bioprobes, Inc, Tempe, AZ
WP 646 A Proteomic Study of Archaeal Viral and Host Proteins;
Lars Liepold1; Walid Maaty1; Brian Bothner1; Trevor 
Douglas1; Mark Young1; 1Montana State University, 
Bozeman, MT
WP 647 Protein Expression Ratios from Porphyromonas gingivalis 
Using Different Approaches to non-Label Based 
Quantitation; Tiansong "Tony" Wang1; Qiangwei Xia1; Fred 
Taub1; Yoonsuk Park2; Richard J. Lamont2; Murray Hackett1;
1University of Washington, Seattle, WA; 2University of 
Florida, Gainesville, FL
WP 648 Proteomic Analysis of Rat Liver after Chronic Treatment 
with Tamoxifen and Phenobarbitol; Jason T. Taylor1;
Richard C. Jones1; Sheeno Thyparambil1; Yvonne P. Dragan1;
Ricky D. Edmondson1; 1National Center for Toxicological 
Research, Jefferson, AR
WP 649 Evaluation of Biological Variability in the Proteomic 
Characterization of a Hydrogen-Producing Mutant of 
Rhodopseudomonas Palustris; Brian Erickson2; Melissa 
Thompson2; Nathan C. VerBerkmoes1; Dale Pelletier3;
Simona Romagnoli4; Bing Zhang5; Richard Laguna4; Nagiza 
F. Samatova5; Robert L. Hettich1; Frank W. Larimer3; Robert 
F Tabita4; 1Chemical Sciences Division, Oak Ridge National 
Lab, Oak Ridge, TN; 2Genome Science and Technology 
UT/ORNL, Oak Ridge, TN; 3Life Sciences Division, Oak Ridge 
National Lab, Oak Ridge, TN; 4Department of Microbiology, 
The Ohio State Univ, Columbus, OH; 5Computer Science 
Division, Oak Ridge National Lab, Oak Ridge, TN
WP 650 Non-invasive Clinical Detection of Potential Drug Induced 
Toxicity in Urine; Annette R. Erskine1; Richard M. Caprioli1;
1Vanderbilt University, Nashville, TN
WP 651 An LCMS Method to Understand Differences Between 
Natural Isolates; Esteban Martinez Garcia1; Jeffrey C. Silva2;
Craig A. Dorschel2; Scott J. Geromanos2; Roberto G. Kolter1;
1Harvard Medical School, Boston, MA; 2Waters Corporation, 
Milford, MA
WP 652 Comparison of Alternate Scanning LC-MS Data across 
Multiple Instruments for Large-Scale Proteomic Studies;
Craig A Dorschel1; Scott J Geromanos1; Marc V Gorenstein1;
Guo-Zhong Li1; Jeffrey C Silva1; 1Waters Corporation, 
Milford, MA
WP 653 Identification and Relative Quantification of Membrane 
Proteins by Surface Biotinylation and Two-Dimensional 
Peptide Mapping; Christoph Rösli1; Giuliano Elia1; Dario 
Neri1; 1Institute of Pharmaceutical Sciences, ETH Zurich, 
Zurich, Switzerland
WP 654 Incorporation of an Internal Trypsin Cleavage Site into 
Protein-AQUATM Standards for Absolute Quantification;
Jeffrey J Porter1; Justin Wildsmith1; David K Stone1; Dian Er 
Chen1; Kevin M Ray1; Graham B I Scott1; 1Sigma-Aldrich 
Biotechnology, Saint Louis, MO
WP 655 Nano-LC, Dual Channel (Cy-3, Cy-5) Laser Induced 
Fluorescence (LIF) Detector, Nano-ESI-MS Hyphenation 
for Quantitative Proteomics; Florence Guerad1; Jocelyne 
Tahar2; Christian Rolando1; 1Universite des Sciences et 
Technologies de Lille, Villeneuve d'Ascq, France; 
2Picometrics, Toulouse, France
WP 656 Three Label Free Quantification Methods Investigated 
and Applied to Study Murine Purkinje Cell Degeneration: 
Sequence Coverage,Peptide Count and ROOMS; Soyoung 
Ryu1; Byron Gallis1; Lisa Chakrabarti1; Scott A. Shaffer1;
Dragan Radulovic2; Al LaSpada1; David R. Goodlett1;
1University of Washington, Seattle, WA; 2Florida Atlantic 
University, Boca Raton, FL
WP 657 An Isotope-Free Method for Quantitative Proteomics;
Zhenyu Huang1; Xiaoning Lu1; Jianjun Zhai1; Haining Zhu1;
1University of kentucky, Lexington, KY
WP 658 Quantitative Analysis of Nuclear Proteins from the Human 
Pathogen Trypanosoma cruzi; James A. Atwood III1;
Fernanda Ludolf2; Arthur Nuccio1; Todd A. Minning3; Brent 
Weatherly3; Rick L. Tarleton3; Ron Orlando1; 1Complex 
Carbohydrate Research Center, Athens, GA; 2Santa Case de 
Belo Horizonte, Belo Horizonte, Brazil; 3Center for Tropical 
and Emerging Global Disease, Athens, GA
WP 659 Beyond Protein Profiling: Measurement of Changes in 
Isoforms and Phosphorylation Due to Stroke; Martha D. 
Stapels1; Grace M. Credo1; Jennifer Fournier1; Martin Gilar1;
John C. Gebler1; Aaron White2; Giuseppe Pignataro2; Roger P. 
